JOoJ35 LA

BiaE 9868 ) 10:00-11:00 SUF7

fEE BT At (KERAZAZREZRFRRERESYZUE)
Tomoji Mashimo (Institute of Experimental Animal Sciences, Graduate School of Medicine, Osaka University)

2 ) 2 R e D IEBEE BB

“Basics and current advances in genome editing technology”

AT B Tetsushi SAKUMA
R B REFER BB e R O Ay B

Department of Mathematical and Life Sciences, Graduate School of Science, Hiroshima University

HEFEEE 1 EE 9868 0 13:00-14:00 SUT

KEE LUK 82 (hRBRZAZREZMERSIED FAEHEFER)
Takashi Yamamoto (Department of Mathematical and Life Sciences, Graduate School of Science, Hiroshima University)

“Structure-based development of genome-editing tool, CRISPR-Cas9”

Hisato HIRANO, Seiichi HIRANO, Takashi YAMANO,
Hiroshi NISHIMASU, Feng ZHANG, OOsamu NUREKI

Department of Biological Sciences, Graduate School of Science, The University of Tokyo
WHOR AR B e AT JER A Wy B2 W B

BIFEE2 986H (K 14:00-15:00 SUT

EEE TTH B (KERAZAZREZRAFRIRE - £RKED)
Junji Takeda (Department of Genome Biology, Graduate School of Medicine, Osaka University)

“Genome Editing in Human Stem Cells, Animals, and Plants”
Jin-Soo KIM

Center for Genome Engineering, Institute for Basic Science, Seoul, South Korea
Department of Chemistry, Seoul National University, Seoul, South Korea
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CEEFR 9878 (k) FUF

Session1 (9:00-10:00)
R : FIER 852 (@mekx®)

001 (P77) O= F HEsp 12wk 52, HIE HhEe mik 52, Ll A —128 ORslikk: - ddr s /.
PLIIFRERE - ZERERE,  SBEIETH A - ARUERT)

SaCas9, FnCpfl Z\7ziliy 0/ A#id | Plant genome editing using SaCas9 and FnCpfl

002 (P78) OMER $hEL¥-1, ¥l SN2, HH ks, R A%, A5 S, i — ke,
TR LT OOk - GRS, K BT, SHUA - B, B - CSRS)
77 DAREHAZ LA M BBRIS B HEDEZ /| Genome editing technology to improve plant

environmental response

003 (P83) OffHp kY, SR 421, AR JP, B OBY, JRAY IETR2 R K2, 2 482
R &R, TREF BGe, JHEE B, JHER AR, IR 55, R AR S, Tk AR,
HEHE TEAT O ORBIRSERSFEBE TEOIGER, 0K F KB RIS R 2 >~ & —,
MR BT RESEFTR, SRR, YL AR e R A A7 v 5 —)
7 AREICEBH R L YA EDRIA —ZFDBIREIEE | Steroidal-glycoalkaloids-free potato by
genome editing

Session2 (10:30-11:30)

B : fEH R mEmis)

004 (P11) Toyoaki Natsume!, Tomomi Kiyomitsu?, OMasato Kanemaki! ('National Institute of Genetics,
ROIS, and Department of Genetics, SOKENDAI, Yata 1111, Mishima, Shizuoka 411-8540, Japan, ?Division of
Biological Science, Graduate School of Science, Nagoya University, Chikusa-ku, Nagoya 464-8602, Japan)

HHATOY =N =R LA —F 27 rur s S N LR e Mille o & 037 B ks /

Rapid protein depletion in human cells by auxin-inducible degron tagging with short homology
donors

005 ORTHE IR (HOKEERH - Sz T-MHT)

AR RNA % EFAFEEBIEORSET T/ IA VAR Y —~DILH | A method for simultaneous
expression of multiplex guide RNAs and its application for adenovirus vectors

006 (P24) OMoe Hirosawa'?, Shunichi Kashida? Akitsu Hotta?, Knut Woltjen?3, Yoshihiko Fujita?,
Hirohide Saito? (\Graduate School of Medicine, Kyoto University, *Center for iPS Cell Research and
Application, Kyoto University, *Hakubi Center for Advanced Research, Kyoto University)

miRNA J& % CRISPR/Cas9 System / miRNA-responsive CRISPR/Cas9 System

HAY 7 AfaEsS 1 HKE (v 7hi%E8%)



6

Session3

(13:00-14:00)

R Rl EAN (KBrxZ)

007 (P64)

FEA RIORY, e e, B e, I OREES, FT ORERS, OARTT BT stk
TR T AR 2 E I A AR R, 2 - 2 A T AWRSERRAE LA, SRR R
FEENAKFERTFE - BOE HEME 05 R DOKRERFZET, SR s AKEERTZET)

7 KR EHM DIREZENDIGH—RAT I pH= ¥4 - 8777 ~— | Application of Genome Editing
on Fishery

008 (P53)

OW R —AL AIF M FUF A2, /N BT R fmesmient < v 2 Msnres, Bk
o BRASRAITFERT M I B S f
B —AREAVTEH N 074 B OVEE | Long ssDNA-mediated knock-in with CRISPR/Cas

in rodents

009 (P48)

OBTHR R, /MK A A ve, R wiy3es, R s FH METFL, B A1
WA FIELS, RIH &3 &2, 3 516, THEA, A sy IEAS, T3 552
TR e, FH B (BIKSERER TE Y v ¥ —, 2T KRR e %,
KBRS - B R FET W R IR ) BR34BTk i i, S IR
KGRI SR > 4 —, MRS H AR © T KT 1Y, 7RI R B A %R
AR PR R 80

7 LB LB ME CYP3A = A0 CYP3A5 —HiZ L MDY | Modification of CYP3A5
single nucleotide polymorphism in humanized CYP3A mouse by genome editing technology

Session4

(14:00-15:00)

ER BT Mt iz

010 (P47) OWAR HAL!, WA &2 AR 50, JEE 1236 Il X0 1R 53, Bl #hW]2,
TATE FIE Y (LR - PSSR - SR G BRI - AR pd TR, 25UHKK - FEARE - A0k o) 133t
FUF, R - e - BB T A A Bl - TR AR AEE,  CURRK - FRASTE - B P A SR Yo i)
153 /B M RS § HHLEKIC BT B Scleraxis OEREM#AT / Functional analysis of Scleraxis in
the tissue domains for integration of the musculoskeletal system

011 (P50) OPFI IEAY Bk - )
CRISPR/Cas9 ¥ AT 2% JiV 7k HAR S 5 Bl f= T BE O BEREMANT / Testis-specific gene function
analysis using CRISPR/Cas9 system

012 (P56) Offie R 2 1) 20126, 7t #32, R FIHKT-1, Rachel Henry?, AR e, fHik 52k,

FE WA B &7 EK EAL HE ¥, Edward Weinstein®, {61 = =15,
AR gLe (B Seize, fEHE BBk (gebpmhmhdeiisent, BAL¥HFZT, SSAGE Labs, ‘A%,
SIER K, oBEMEFREKT)

7 A ECE AT — By MERETIVOMER | Creating genetically modified disease

marmoset models using genome editing

HAY ) Afiess H1HKRE (Fyr 4 7i%4
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P01 OWIE HEMF 12, THIL FHHE 12 (154 79420 27— ¥ "—At vy — (DBCLS), 2B {ZBFIE0T)

GGGenome & CRISPRdirect : CRISPR/Cas9 (2427 Wi D720 DA A K RNA ety —v /
GGenome & CRISPRdirect: web-based software for designing CRISPR/Cas9 guide RNA

P02 OHHr B, Jhf IERE, A 71, R B (50K - GRA)

CRISPR Y A7 A28 % inssilico + 78— MiLH] PR — )V L / Comparison of in silico
off-target prediction tools for CRISPR system

P03 ONNKR Higr 12, /IR AN, RS G348 12 (OUMRSESEWFSERE, 227 1 » b 7 4+ — Akl &)
/1A% 5 PPR &FEZFIHL72 DNA, RNA #f/E7— V@B %E / The development of DNA/RNA

manipulation tool using custom PPR protein

P04 O FHEY, AAA K3t /AR AES, Tl K R B2 Rt £ 4+ 2 5 4 A, 2R
TRBETAGT, RPN~ A 7 0y A7 A, AR TR

F/ Z—=FVTLA %7z Cas9-sgRNA DB HEE A XA T84 / Targeted gene knockout
by direct delivery of Cas9-sgRNA with nanoneedle array

P05 OFHF Fifg 12, T8 BEeEr, A B, KRR, FH B2, JIA Ol csmoe-
KBl R e R - BRAE AL PR R B - RS TR TR, 2B UK - Btk ToERR%E L » & —)

CHO #MiflgHZ31F % CRISPR/Cas9 & HV 744t Rt 2 Bl DB %E / Development of a novel
chromosome engineering technique with CRISPR/Cas9 in CHO cells

P06 Owds B2, PO 8, B 3, S R3S, ik BHEZ Y (homk - BeRb sl 4 2 ~—
vav)

725 FITEERR S [Target-AID] 12827/ L%k | Target-AlD: targeted nucleotide
editing without cleaving DNA

P07 OFILIEATY, FrH T (ORBOR R Bl 5 RSB A IR B 7
Cascade. Cas3 IZX2MFLEWMILCTOY ) A4 /| Genome editing in mammalian cells by
Cascade and Cas3

P08 O/NPE 2, SNARUE T2 v, K B, #8858 20, I aF21 osmpek- - 14L)

CRISPR-Cas9 Y AT AZLBEER ) w74y — TUE—F— Iy 7LD BHMES / A comparative study
of promoter-trap systems applied for CRISPR-Cas9-mediated targeted knock-in of a mutation

P09 OW Y FIRY, AR sy 1R B (i Bk - B
MME] 5185 FI L 72/ v 74 L EOEMEFERMINBII BT 2R 3R MDY R / MME]-mediated gene

knock-in with improved efficiency and accuracy in human cells.

HAY 7 AfaEsS 1 HKE (v 7hi%E8%)
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P10 R f221, EBY, OFFH fE—HBT (kB S: KRR SRR S 2 )

1 DD =y I Z R BIE T ENF—T T AINICHE I LI L TRIFREPOLERIE L ERE1T) /
Simultaneous Single Nicking of Target Gene and Donor Plasmid Enables Safe and Efficient Gene

Correction

P12 SRR, A B VI A2 O 212 (MRER Y Kk SRR b,
IR Kb BT AR TER))
77 LA FARTR 5 -tailed duplex (ZX B3R IREHRZSFEE A B DNA UKD % / Base-
substitution mutation by a 5'-tailed duplex, nucleic acid for genome editing: effects of target DNA

cleavage

P13 OWA iz, AR B2 (ST X 203, 2EEk - BeH - 5om)

FEENTER R T OB EBNRTEDRIRGFA 74 A= 7 | Simultaneous Live Imaging of the

Transcription and Nuclear Position of Specific Endogenous Genes.

P14 OFJA sg¥-1, KAy Zeder, B w1, W Fi—1 0552554 % (B) CDM & > ¥ —)

CRISPR/Cas9 % i\ 7z FIZEHE NI BT 5— A1) T DNA O 794 > Di#fl / Optimization of
the single-stranded oligo nucleotide’s design for point mutation using CRISPR/Cas9 systems.

P15 ORI 3CY, T Y, S8 o V1 M2 (SOROR BRI GERT AL TR IR, R R K
WEERHEIIZE v & — IERTEHERE (T8 f8es))
Cas9 K U4 & guide RNA FHLT 7/ 74 WARS 7 —% 725 #) % HBV DNA LV AT L /
Efficient elimination system of HBV DNA using adenovirus vector expressing Cas9 and multiplex
guide RNAs

P16 OFA GEREY, famw B, Boi B8, HRE 222 L HB2, K /RS, KiE s,
LA B ARG Y (U Bk - BB - O A, 2B - R - S T, ORI
Rt v 5 —, YLK - BeBl - B 1Ay BLaE)
CRISPR/Cas9 ¥ A7 A& ssODN % i\ 7z B x M /NEE £ 7 VMBS OB 37 / Generation of primary
microcephaly-model cultured cells using CRISPR/Cas9 system and ssODN

P17 Of KA, AR e, (A g2 g BIRY (tabne R s A T - CMAE 7 A PR
SEERHE 2L B K 4 TR SR )

Ex vivo (2B1F 257 LB & Fv 727770 — 3 BRI OBE SR IG PERE / Ex vivo genome
editing therapy for Fabry disease

P18 O/t #ifEY, ANl B, BB Y ARB WS, NERSE B OBRE R T B R AR
SEEBY ANREN RS
MAPT {5 128135 “CORRECT” %7247/ Atk Dia /| “CORRECT” for introducing
nucleotide substitution with CRISPR/Cas9 system in MAPT gene.

P19 ORIH 5012, fJHi Wit KHBIffe, SRR RS, 4% sR2, M AF=ge, a5 %
BSF ez 4, BT P ORmMEERRE AR, 2R A SIRIEL, SEMBERAY AL,
B AR )

7 DB L DR TN IR OIEREMNT RN FE D W RENE / Application of genome editing to
the pathophysiological analysis and the treatment of polyglutamine disease

HAY ) Afiess H1HKRE (Fyr 4 7i%4



P20

OMMELL, —M AL, ¥ SRZT OBk - 5 - R

7 DB X B T M R TEALIE (ALS) OWREE T VMIBBOBI L IR T 5% / Generation and
gene therapy of disease model cells of familial amyotrophic lateral sclerosis (ALS) by genome editing

P21

OFabian Oceguera-Yanez!, Chiho Sakurai!, Ryoko Hirohata!, Tomoko Matsumoto!,
Michiko Nakamura!, Knut Woltjen!? (Kyoto University, CiRA. Department of Life Science Frontiers.,
2Kyoto University, Hakubi Center for Advanced Research.)

AR T 4E iPS MINaZ FIV 72 B BTV ORESE /| Modeling skin disease with genetically
engineered iPS cells

P22

OHarunobu Kagawa', Fabian Oceguera-Yanez!, Michiko Nakamura!, Ryoko Hirohata!,
Shin Il Kim!, Knut Woltjenm ('CiRA, Kyoto University., 2Hakubi Center for Advanced Research, Kyoto
University.)

A LEH BRI B T KLF4 JEBLRAFIISH TSNS FECRE(E T ORBERFE / An epithelial

program driven by KLF4 stoichiometry determines hallmarks of somatic cell reprogramming,.

P23

OFAy L, M4 31, PrH 0 RO B 2 R 5e R B0 - AL kR ES)
e iPS MBI BT DA R 2 2R U728 87 2 RAT 75 308N, | Establishments of the new

forward genetic method using homologues recombination in human iPS cells

P25

OPeter Gee!?, Matthew Waller!, Mandy S.Y. Lung!, Huaigeng Xu', Noriko Sasakawa!,
Jun Komano?, Yoshio Koyanagi4, Akitsu Hottal? ('CiRA, Kyoto University, 2iCeMS, Kyoto
University, *National Hospital Organization, Nagoya Medical Center, ‘Institute for Virus Research, Kyoto

University)

CRISPR Cas9 delivery via virus-like particles for in vivo genome therapy

P26

OLJEZR2, JTHE FRAK T (hge ks in)

7 MRE BT T/ REA VA (A3V) X2¥—DR% | Development of avian adeno-
associated virus (A3V) vectors for genome editing

P27

OfIl 3T, I #hts L, YL 1, W —1, IR 3538 (R - BeAmEEy)

=M Z RTINS 975 CRISPR/Cas9 12557/ AfitE /| Genome editing in chicken epiblast
derived stem cells using CRISPR/Cas9

P28

ORI Midht, LI L, R SCRkY, HE B —1, fRAR 2, A 52, g iR
(IEESA - Beck W mBREE, 2R - BEBE - ARbE, B - BER - A RL)

=T MR ORI R %277/ 2tk /| Genome editing in chicken primordial germ cell
using genome editing tools

P29

OTH S, AR B2, AR 52, IR 323 (k- B4 2 ~— 3 3 V%,
R FESK - BUERFSERE, SRUERK - 7 4 LV ABFZERT)
TALEN I2EBATWFEMEL IO A VA v Trahe T 7 F LV BEA DS /| TALEN-mediated ERV

knockout in feline cell line for vaccine production

HAY 7 AfaEsS 1 HKE (v 7hi%E8%)
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P30

O KRB, IR —Je2, /MR R (LK A5 hb sy ¥ —, BEEK - EWHT)

70 MR IS L7z 2 M AT O NI - BLHIREER DNA X FWUALEEE / Targeted
DNA methylation in pericentromere with genome editing based artificial DNA methyltransferase.

P31

OTetsushi Sakuma!, Tomomi Aida?, Shota Nakade!, Kohichi Tanaka? Takashi Yamamoto!
(!Grad. Sch. Sci., Hiroshima Univ., 2Med. Res. Inst., Tokyo Med. Dent. Univ.)
IHFLEN B 2 R SN REIN B W TR W I Z A 55 MME] IRAF R BI5 T et oo A ik ]

Highly practical gene cassette knock-in in mammalian cells and zygotes mediated by MME]

P32

O E— LB AL 11, JF b SR (R > & — R 615)

70 —=>7"71)— CRISPR/Cas Y AT A&/ v 74~ AE# | Generation of gene-edited mice
via Cloning-free CRISPR/Cas system

P33

OFI -1, el 552, VUaE #oms, B 2820, Kb slze, TR & Wil Egy,
HIAS L2 AR Gr e IRSE - Scbet > & — (CARD) YRS, 2R R BRI et 5
O F AT AT BRI E R, IRBRAREEHR e > 5 — A 7 7)) YIRBRRESE T 0 Y T 4 TRIFEE,
GRS R PR AR SE R £ IR )

CRISPR-Cas Y AT AZ&Bhk % %%/ M G M8 AR O/ R— B b I HR N EA RE 152 7o AR SRS SR
DFH— / Ultra-superovulation for the CRISPR-Cas9-mediated production of genome-edited mice.

P34

Oy $Ealt, [RIRE oRAEY, =8 A, IREE RA61, WK INET fek HEL BT A
(RBR R Bt B2 AR e W B 92 e it ¢
HHEEE TL 7 RL— T ava vz CRISPR/Cas9 Y AT LZED7 /) L~ 7 AD/ER /| Genome

editing mice produced CRISPR/Cas9 system using Cryopreserved embryos and electroporation

P35

OYiFE FHERY, AR AACT, AM &/, FHp B3, ME HERY opes ko A mRmrsen
ARSI ) D) — Ak v 7 —)

Cas9 o737 BLXP TV RL—Yar ik H\wizar74vat Vv 7 = AO/E# |
Generation of Conditional Knockout Mice using Cas9 Protein and Electroporation System

P36

ORI LAY, HHH A2, =il #%35°% Channabasavaiah Gurumurthy* (A - [ - 35
PR, 2R K - HEVARS B, SR - IR - AR, 4Univ. Nebraska, Med. Center)

Easi-CRISPR : £8#{— A DNA 2\ 72 #h5 /v 4 % | Easi-CRISPR: highly efficient knock-in
method using long single-stranded DNA

P37

OFfFF &1, B H B, g fat, A BER] T OB 2 e ge s ke 2 1y 2 435

< AZREINE R LiLE 72 CRISPR/Cas9 Y AT MMIEDWTENES ¥ /X7 HADF T ORAHA |
CRISPR/Cas9-mediated endogenous protein tagging in mice by zygote electroporation

P38

OTakayuki Sakurai!, Akiko Kamiyoshi!, Hisaka Kawate?!, Chie Mori!, Satoshi Watanabe?,
Masahiro Sato?, Takayuki Shindo! (‘Depart. Cardiovascular Res., Grad. Sch. Med, Shinshu Univ.,

Division Animal Sci., Nat. Inst. of Agrobiological Sciences, *Frontier Sci. Res. Cent., Kagoshima Univ.)

MR Cas9 Z 2L BURTF WA Y AEE DS /| A multiple-gene modified mouse
production by using maternal Cas9 in the zygotes prepared from transgenic mice systemically

expressing Cas9

HAY ) Afiess H1HKRE (Fyr 4 7i%4
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OREER BT, WE BE—1, 70 Eafie, PIH MEfer, dob 5], AP RIEr, d elsE,
g RiA Y, FHAR L NG B —1 0B N Y -2k 5 —)

7 L= A — AR B IO - A7 - s E BB / Updates on high-throughput knockout

mouse production using genome editing technology and mouse resource archiving

P40

O A3, “F-W #—12, Obrocki Pawel!, fiARR #H32, FEE B2 M HE2
HH A SE— 19 (U RS RL R BEGBBRITERT 2 T RH2 0, SRR RL K2 MG HBRRZERT AL
Wz~ 29I, SR ERERLR S B SRR e > & —)

% AR LM 58 A B 8/ Rapid multiplex genetic interrogation for
developmental biology

P41

OTakaya Abe!, Hiroshi Kiyonari'?, Yasuhide Furuta'? ('Genetic Engineering, RIKEN CLST,
2Animal Resource Development Unit, RIKEN CLST)

CRISPR/Cas9 ¥ AT 2722 A Fe~ v A ES MBI L NE 72 FO F AT T ADMAT /
Multi-gene knockouts by the CRISPR/Cas9 system in mouse ES cells: an approach to phenotyping

of embryonic lethal mutants in FO embryos

P42

PR SGRET, JRUMRILY, REP W W% AR OB WL ORI BIAT (R
WA ESLR A £ > 5 — BRI ¥ A T LS - FERR IR
PRI DRI XY~ 7 SRS LR B B U AFAE S B AR T2 — DSE |

Identification of an enhancer from a mapped sequence associated with disorders of sex development

P43

OFfE AFT, HIE KM, ARH R, JE 82, R IR, AR B362 (ks
AR - N A B, CREAR KRS BB - RBETL)

7 KR IS ineRNA by 7 70— OEIEEfENT /| Modification of lincRNA trap clone by
genome editing

P44

ONRM B, FHH BEATY, (v 3eA2, FH0 FEAT CuiRdin - Bele - sk a, 24 B - B -
Mk 2)
Cas9 B 2% 7zt b= 2 2 B AGR AR Wi 42 )7 EOREIZINT T / Genome editing of

serotonin receptor genes using Cas9-expressing mice

P45

OB ¥—12, Nk ALs 11, KE Wik, BABT, Al AW®E1 S B,

S AR WA, KER B VAR AZ I ST Otk e e v Y 5 —,
R SR B AR B W BB T

CRISPR/Cas9 ¥ AT AlZ&% in vivo imaging \ZHVAANT LAY AOMEE )i | Simple generation
of hairless mice for in vivo imaging by the CRISPR/Cas9 system

P46

OKenichi Nagata!, Mika Takahashi!, Takaomi Saido! ('Brain Science Institute, RIKEN)

CRISPR/Cas9 ¥ A7 AlZ&% ECEL1 2 FAL a7 i i€ 7V~ 7 ADIER /
Generation of ECEL1-mutated distal arthrogyposis model mice using CRISPR/Cas9 system

P49

O KK¥12, MeBHY, VL 28, PIH FRERY, ORI EfE11, A8 82

FREE JECT1 otk BEREDIZEIT SEBRB RS fint, Bn0A S BERMERR SR S IR HT it
CRISPR/Cas9 Y AT 2%&FH L7z MHC class IT /777 NSG ¥ ADOERL /

Establishment of MHC class II knockout NSG mice utilizing CRISPR/Cas9 system.

HAY 7 AfaEsS 1 HKE (v 7hi%E8%)
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P51

OfZE gL, sk f—1, B A S X1 VU PR (ULEOI5EmT A5t >~ 5 —)

CRSIPR/Cas9 Y AT LRI HLIHBT VI < —JiE TN~ —Ey OB T / Towards
generation of novel non-human primate model of Alzheimer’s disease using CRISPR/Cas9 system

P52

OF Y £ 12, IRAR Sofhi 12, B ke, S0P E5AL2, K G112, aed HRk2,
BN 12 (CORBOR B R B S BR3%,  KBOK K B R R JE R S BRI 5%

CRISPR/Cas9 7/ Lkl &%/ v 77 b7y bORFRBIVER | An efficient generation of knockout
rats with CRISPR/Cas9 genome editing.

P54

OV I N12, BB O & A2, iy FI e, Mgl —Kve, & g7, R Bt
IR, AEE Ee iy iBoks, Rl PR (BN ) Y — AFGEEE A VAT 4
Fa— b, WIEK - SRBUK - BelE, CEBEERK - PR, SOk - R

THIBI BT M ER R W2 BIE T /92T | Gene knockout using genome editing in pig

P55

O FIHAL, 835 05 N2, B HREL, WA 511, & st 72 R 0 & A2
el —K12, KR B2, AR s, AR 53, RIS 2wk g, E ks 4

TV — AWFREERA ¥ AT 4 72— b, 3R Kk )

7% J0\D Platinum TALEN RNA 71 AlZ&% SALLL #{xF-/»2 77k / Knockout of SALL1 gene
by using RNA injection of Platinum TALEN into porcine oocytes

P57

Offi i Bk, e MIk71, Rachel Henry?, A 53, ik sein!, B &1,
HbHEL BB WAL EK EAL Edward Weinstein?, 1114 B3, {1 424,
A R 20 M4 (L260 H: N FEBREI Y T S BFJE,  2Horizon discovery, 35 FhR%:, “BEHEFRHAY)
BRI ) MR EER R WIS RS E T VY —ELyrOFE] /| Generation of a nonhuman

primate model of severe combined immunodeficiency using highly efficient genome editing

P58

Of 3z 12, fEHE Bks, P oMk 112, R ZRET1 WS FE e, EA AR 20 29618,
W S22 12 (A - BSI 2EMEK - [E, SHdl, fREEOK - [R)

LyMEBREET VY —ELy bOVEREMENT | Generation and Analysis of Rett Syndrome Model

Marmoset

P59

OFA 12, MR JRE] L, PP S22 (IS R S Fop s LIRS R 4 &
Wt 5 —)
< —Et b ES MBI A E R R B LA AT OFfE . | Establishment of an efficient

gene-engineering technology in marmoset ESCs.

P60

OWM L B &L R 20212 WP RZ 1S (BACERITEN b E e > 5 —
~ =Tty MEREET — A, 2R I T ISR AE e v 5 —, SBRIESREO: BRAEER 2
HAHE)

CRISPR/Cas9 Y AT L&\ izl n T /v 74 v~ —ELy O | Generation of gene knock-in
marmosets using CRISPR/Cas9 system

P61

OFM #i N1, AR T2, MR BEZ2 AR 51 85K B —1 (5B R RF R
PG HE G AR B 25 BRI SR B T A T 2 i)

FIFA I X TINZBT B Cas9 &> 737 B 7=l 28 {5 F-#3% / Gene knockout using Cas9
protein in Xenopus tropicalis

HAY ) Afiess H1HKRE (Fyr 4 7i%4
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Kei Miyamoto?!, OMiyuki Suzuki? Ken-ichi, T. Suzuki?, Yuto Sakane? Tetsushi Sakuma?,
Sarah Herberg?®, Angela Simeone®, David Simpson?®, Jerome Jullien®, Takashi Yamamoto?,
J.B. Gurdon? ('Division of Biological Science, Graduate School of Biology-Oriented Science and Technology,
Kindai University, Wakayama, Japan., Department of Mathematical and Life Sciences, Graduate School of
Science, Hiroshima University, Hiroshima, Japan., *Wellcome Trust/Cancer Research UK Gurdon Institute,

University of Cambridge, Cambridge, United Kingdom.)

7777 AFTIVEI R~ TALEN SH AL B RA LB (51 7 7 MEROIER /
The Expression of TALEN before Fertilization Provides a Rapid Knock-Out Phenotype in Xenopus

laevis Founder Embryos

P63

OMitsuki Shigeta!, Yuto Sakane!, Midori lida?, Miyuki Suzuki!, Keiko Kashiwagi?,
Akihiko Kashiwagi!, Satoshi Fujii?, Takashi Yamamoto!, T Kenichi Suzuki!

('Grad. Sch. Sci., Univ. Hiroshima, 2Kyushu Inst. Technol)

AIFAI AN LN T 7% 7 —=ZBF 5 CRISPR-Cas9 W= BIE T/ v 7 T ND BRI — 7 70— |

An efficient workflow for gene knockout using CRISPR-Cas9 in Xenopus tropicalis founders.

P65

O MEt, 5L IR, B B, SR i, R BT Ok R BRI R)
TALEN %2 HWTERLIL 72 r-spondin2 ZZRAEKYX 75749220 FKBIR | Phenotype of the TALEN-

mediated r-spondin2 mutant zebrafish

P66

ORBARCINEE) Br¥1, R JE2 MIAR F2, R FE2 (uikes mesmrses: s S
vy —, DMK BENITERE KiRAALS 5 0F)

Y7574 22815 MPO EI5TD./v777b—Cas9 mRNA & Cas9 nickase DT iEzE L T— /
Knockout of MPO gene in zebrafish —trying both methods of Cas9 mRNA and Cas9 nickase—

P67

VUAy 32, B2 T V-SR-S, BB ek, OHAL i 184 0= mokks - A
KRR - T, 3ZEIK - S, SR - PRI, S=K - dhAlE)

YT T749 2k T MR 77 AIROMESE | Construction of the plasmid for genome
editing using zebrafish
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PITCh % FIV 7214 3 ku8038 {5 ¥ 0 /v 4> | Knock-in of silkworm ku80 gene via the PITCh system
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related to sexual reproduction in primitive chordates
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Approach to establishing a knock-in system by using TAL-PITCh in the water flea Daphnia pulex
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RO T ERFE LRI ZHIR L7277/ 2B O /| Development of the genome

editing in mushroom for elucidating the mechanism of fruiting-body formation
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Effect of genome editing using the Platinum-Fungal TALENS in Aspergillus oryzae wild-type strain
and a ligD disruptant
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Targeted mutagenesis in mosses using the CRISPR/Cas 9 system
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RNA 70ty > 7ML 287/ MPitiz 7k 7 7 208%s | Application of multiplex
editing for plants via the endogenous RNA processing system
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expression under controls of Arabidopsis U6 promoters
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CRISPR/Cas9 (2453 0A RF ZXFBAE TR OB S #AL / A vector for high efficient
CRISPR/Cas9-mediated genome engineering to generate knockout mutants in Arabidopsis thaliana
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DI / Comparison of CRISPR/dCas9 and CRISPR/nCas9 module using Target-AlD in rice.
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A trial to improve rice quality by using a novel genome editing vector and a versatile idea for

high-density crop hydroponics in a plant incubator
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FFE AR b Ailsa Craig ¢ CRISPR/Cas9 Y A7 2% W7 Hr B M % /| New plant breeding
technique of tomato cv. Ailsa Craig by using CRISPR/Cas9 system
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CRISPR/Cas9 \2& B2 [AAYEARFH BRI L L727 2R SEHAN OFfE L. / Site-directed mutagenesis
of the tomato IAA9 gene by using the CRISPR/Cas9 system
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CRISPR/Cas9-mediated genome editing of a-solanine biosynthetic gene CYP88B1 in potato
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TALENs BT CRISPR/Cas9 Z 72T ¥ A €D/ Ltk | Application of TALENSs and
CRISPR/Cas9 for Potato Genome Editing
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CRISPR/Cas9 \2& A4 5T FuD14iE {5 2R E L7247 2 fE B OFfE 7. | Site-directed
mutagenesis of aFragaria vesca D14 gene by CRISPR/Cas9
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VYT WRRSE B ORET &4 R DA 5-Di | Efficient CRISPR/Cas9 genome editing in apple.

P88

TR 11, OV KB (et ke maemsek)
7 ) DR EFEM O R Z B AT T — B a2 BT E O B H— /

Consumers’ Acceptance on Gene-edited Agricultural Product
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