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Engineering of Zinc Finger Nucleases through Structural Modeling Improves Genome
Editing Efficiency

OShota Katayama', Masahiro Watanabe? Yoshio Kato?, Wataru Nomura®, Takashi Yamamoto!
(Genome Editing Innovation Center, Hiroshima University, 2AIST, 3Graduate School of Biomedical and Health

Sciences, Hiroshima University)
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Development and evaluation of organelle-targeted RNA editing tools

OYuki Nakatani', Shigenori Iwai', Keiichiro Suzuki" *? (‘Graduate School of Engineering Science, Osaka
University, Institute for Advanced Co-Creation Studies, Osaka University, 3Graduate School of Frontier

Bioscience, Osaka University)

MR ICHF % LbCas12a D5y % AV L 72872758 7 Ay — VOBl 3
O¥FAR 22, KH BE3E2, /AR &A1, &t BELT-2 W -1, BRI e, Wil EEL 2y
KT HZ 123456 (k- Besk, 2Bk - 580, SPESMESERT, *Bik MEI &, SPikJe#, °Bik CiDER)

Generation of New Genome Editing Tool based on Degradation of LbCas12a in
Cytoplasm

OTomohito Tsukamoto’?, Haruna Mizuta? Yuki Osakada', Yoshimitsu Eriko? Eiko Sakai’,
Fuminori Sakurai' ?, Shinsaku Nakagawa" **, Hiroyuki Mizuguchi® >3 *>¢ (!Grad. Sch. Pharm. Sci.,
Osaka Univ., 2Sch. Pharm. Sci., Osaka Univ., *°Nat. Inst. Biomed. Innov. Health Nutr., *Ctr. Adv. Med. Engin.
Inform., Osaka Univ., °OTRI, Osaka Univ., °CiDER, Osaka Univ.)

Type I-D CRISPR-Cas (TiD) %\ 725G — v o B %

OV BEORY, RPT IR, FIH w2, JRIER Al 2, TSR A 11 CRTR - bk dT, 2RERk - Bk
W)

Development of transcriptional control tools using type I-D CRISPR-Cas system
ORyuya Watanabe', Satoshi Kidokoro!, Naoki Wada? Keishi Osakabe?, Yuriko Osakabe’ ('Grad.
Sch. Life sci and Tech., Tokyo Tech., 2Grad. Sch. Tech., Ind. and Soc. Sci., Tokushima Uni.)

< AP OB BUR R T F AR OGS
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A novel method of gene transduction in the early embryos
OChihiro Emori!, Hiroki Tanaka?, Hidetaka Akita?, Masahito Ikawa'?® ('Research Institute for Microbial
Diseases, Osaka University, 2Graduate School of Pharmaceutical Sciences, Tohoku University, 3The Institute of

Medical Science, The University of Tokyo)
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Enhancement of CRISPR-Cas3-mediated genome editing with circularized ctRNAs
OKouya Mikamo' 2, Kazuto Yoshimi', Naoko Abe®, Yuko Yamauchi', Hiromi Taniguchi', Saeko
Ishida', Hiroshi Abe®, Tomoji Mashimo! ('IMSUT, Univ. Tokyo, *Grad. Sch. Front. Sci., Univ. Tokyo, *Grad.
Sch. Sci., Nagoya Univ.)
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Regulation of cell fate by manipulation of dynamics of gene regulatory network
OYusuke Tarumoto!, Seiichi Sugino', Yuhei Yamauchi', Masato Ishikawa', Fumi Wagai’,
Mototsugu Eiraku!, Atsushi Mochizuki', Kosuke Yusa' (‘LiMe, Kyoto Univ.)

FirmCut TALE =y —E¥& 7l fs5 /v 74 A Hili OB %

O £ 7%, FH B2 EAR BRY (REBRE ¥R A EGREMIeR, 2k bkttt
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Development of gene knock-in technology using FirmCut TALE nickases

OMarina Akase!, Tadahiko Yoshima?, Tetsushi Sakuma?® (Graduate School of Integrated Sciences for
Life, Hiroshima University, 2Bioscience Research Laboratory, Sumitomo Chemical Co., Ltd, 3Graduate School

of Agriculture, Kyoto University)

FJ— DNA D45 RO GG PRI X% i 2 238 2 [RRLIE 2 5k o Bl 76

OWAR FMEL, & BEEL MR, oo 5P, ok i, SR E—MY23 (K- 5T,
2POK - A SRAN, SPOK - A drikng

Development of highly efficient HDR technology by damaged and transcriptionally
activated donor DNA

OShogo Yamamoto', Masato Takashima', Emi Aizawa', Junpei Yamamoto!, Shigenori Iwai’,
Keiichiro Suzuki®*? (!Grad. Sch. Eng. Sci., Univ. Osaka, *Inst. Adv. Co-C. Stu., Univ. Osaka, *Grad. Sch. Fro.
Bio., Univ. Osaka)

TiD-X ZHv/zeh 2 S Tosis /v 277 h

OFIH B, A L 336t Ak ftet, TS shHF-2, TGRSl (AR RS R ek e LT %
WEFEE, 2 WO LER A dr B B ARy B TR)

Gene knockout in human diploid cells using TiD-X

ONaoki Wada', Emi Murakami', Kazuya Marui', Yuriko Osakabe? Keishi Osakabe' ('Graduate
School of Technology, Industrial and Social Sciences, Tokushima University, 2School of Life Science and

Technology, Tokyo Institute of Technology)

CRISPR-Cas Z 727 ) A RIC K> TE L8R B IR 2 R Z W 223 DAJIN2 DF¥E
ONAEF WA, MH FEA, A )1 BB 55k, KEF Bl (U Rl mig it » & —,
2EALERIGERT /54 A4 ) Y — ABFgEE ¥ & — EREHRE)

Development of DAJIN2 for deciphering complex genotypes arising from CRISPR-
Cas genome-editing

OAkihiro Kuno!, Yoshihisa Ikeda', Kento Morimoto!, Shinya Ayabe? Seiya Mizuno! (‘Laboratory
Animal Resource Center, University of Tsukuba, 2Experimental Animal Division, RIKEN BioResource Research

Center)
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Ol 2281, SRr B, JRIER A2, TSR #hEF 1 (k- B, 2R ke - A& T L)
Development of transcriptional regulation tools for dicotyledonous plants using
CRISPR-Cas
OKugo Goto!, Satoshi Kidokoro!, Keishi Osakabe?, Yuriko Osakabe' (!Sch. of Life Sci. & Tech., Tokyo
Tech., ?Sch. of Tech., Ind. & Soc. Sci., Tokushima Univ.)

P-13 B Type I-D CRISPR-Cas (TiD-X) & V724 F 85 TS A Bl O 37
OQFEAR MR, BVL A2, S 3 FIdz, FIH B2, JHER e, R #EF 1 (k- A mET,
R - REFBEr P T)
Genome editing in rice genes using a modified Type I-D CRISPR-Cas (TiD-X)
OShota Muromoto', Hiromichi Ae?, Kazuya Marui?, Naoki Wada? Keishi Osakabe?, Yuriko
Osakabe! (!Sch. of Life Sci. & Tech., Tokyo Tech., 2Grad. Sch. of Tech., Ind. & Soc. Sci., Tokushima Univ.)

P-14 in planta-regeneration (iPR) {2351 HHi%) 25 o il
O% %~ BB, L 3502 Wit 1Y, RIS g2, SR shHL -1 Ok i, 2Rk -
HSPESEBLT)

Control of regeneration efficiency in the in-planta-regeneration (iPR) system
ORio Tatami!, Risa Ueda? Satoshi Kidokoro!, Keishi Osakabe?, Yuriko Osakabe! ('School of Life
Science and Technology, Tokyo Institute of Technology, *Graduate School of Technology, Industrial and Social

Sciences, Tokushima University)

P-15 Tailed duplex (C& 285 T A% LAHIELH 3 DAV ITHIE A’ (A prime) 3
OMAF 2, PR Y, B3 SURERY, w6 52 CIREK - b - BERFE)
Increased gene editing efficiency with tailed duplex plus A' (A prime) strand
OHiroyuki Kamiya', Fumie Hiraga', Ryotaro Kamitsubo', Hidehiko Kawai' ('Grad. Sch. Biomed.
Hlth. Sci., Hiroshima Univ.)

P-16 ¢ “OMNI 72/0¥ =757+ =17 HLWHEIR 25—y Ml e%R T/ A Hih
OH BE! (17 ¥ ¥ = AfRKAE)
“OMNI Technology Platform” Genome editing solution to make any gene targetable
OTakeshi Harada! (!AnGes, inc.)

P-17 Cas9 = — A G A RHIP R #h7% sgRNA $R3E k& HEK293T #lfle THOJEk
O WL, BH 51 Moc BESE+-1, Phlk BERlY (UK - Beke)
Effective sgRNA search method for Cas9 nickase-based tandem gene array expansion
OHiroaki Takesue!, Satoshi Okada', Emiko Kusumoto', Takashi Ito! (!Grad. Sch. Med. Sci., Kyushu

Univ.)
P-18 FIZNVEHNZ R L 72 CRISPR-Cas3 ¥ o B

O WA, ¥ 20980, )1 BES2 B fif72, R — AL BN Akt ok EREE 230k

B T)

Improvement of CRISPR-Cas3-operated nucleic acid detection performance with
digital bioassays

ORika Hirano', Koji Asano’, Yoshihiro Minagawa?, Hiroyuki Noji?, Kazuto Yoshimi', Tomoji
Mashimo! (IMSUT, Univ. Tokyo, Grad. Sch. Eng., Univ. Tokyo)
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Cleavage protection: dCas9 achieves precision gene editing at repetitive regions
OXiaoyan Ren"?, Gabriel Martinez-Gélvez!, Tomoko Matsumoto', Megumu K. Saito!, Knut
Woltjen' (' 5UH#8KEE iPS MITAHEZERT, 2 BB R SEIESE)

OXiaoyan Ren"? Gabriel Martinez-Gélvez', Tomoko Matsumoto', Megumu K. Saito', Knut
Woltjen' ('Center for iPS cell research and application, Kyoto University, 2Graduate School of Medicine, Kyoto
University)

PtWAVE: 7 ) 2t THEL AT — V7 — a2 5720 DR I&E 4 —r v A0
V77
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NN k%l%r’fiﬁﬁi wRHAIFTEERL)

PtWAVE: A Deconvolution Software of Sequencing Trace for the Detection of Large
Indels

Kazuki Nakamae'?, OSaya Ide'?, Nagaki Ohnuki'? Yoshiko Nakagawa®? Hidemasa Bono"*
('Genome Editing Innovation Center, Hiroshima University, 2Research and Development Department, PtBio
Inc., *Division of Reproductive Engineering, Center for Animal Resources and Development (CARD),

Kumamoto University, “Graduate School of Integrated Sciences for Life, Hiroshima University)

BBl Cas12m3 DOBERERE G BT
Ok A1, KA ABL, A B (CHokkes)

Functional and structural analysis of novel Cas12m3
OHayato Morinaga', Satoshi Omura’, Osamu Nureki' ('Grad. Sch. Sci., Univ. Tokyo)

Prime editor I2&% pegRNA K AE M5 5 D4k 1 S
OFJE #HARMY, Il #8k", Shiyou Zhu?, fRAR Higs!, KA #8141 PR AL FIE S5
Feng Zhel’lg2 AR B (UK - BRAEATBES2, 2Broad Inst., MIT and Harvard)

Structural basis for pegRNA-guided reverse transcription by the Prime Editor
OYutaro Shuto!, Ryoya Nakagawa', Shiyou Zhu? Mizuki Hoki', Satoshi N. Omura’, Hisato
Hirano', Yuzuru Itoh!, Feng Zheng? Osamu Nureki' ('Grad. Sch. Sci., Univ. Tokyo, *Broad Inst., MIT
and Harvard)

Construction of high-precision Cas9 mutant with HDR and off-target screening system
OShahram Ahmadi', Komari Kubota? Daisuke Matsumoto"?, Kiyomi Nigorikawa' ?, Wataru
Nomura'? (A BRFREREERFHAIITEE, 2R B RFIEF)

OShahram Ahmadi’, Komari Kubota? Daisuke Matsumoto’?, Kiyomi Nigorikawa' 2, Wataru
Nomura®? (‘Grad. Sch. of Biomed. and Health Sci., Hiroshima Univ, Sch. of Pharm Sci., Hiroshima Univ)

BEWMAEMOT ) MR L7 7 — S BRI X 515 2 A7) Th— A FIE OB SE
OKREH 38!, Yk e (CIREK - Bei & abhr)

Data driven metatranscriptome analysis of complex microbiome for genome editing
ORyo Mameda', Hidemasa Bono' (‘Grad. Sch. Int. Sci. of Life, Univ. Hiroshima)
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Cas9-independent nuclear base editing by cooperation of novel single-molecule
nickase and deaminase

OTetsushi Sakuma', Nahoko Nishibori?, Hina Kubota®, Tadahiko Yoshima® (\Graduate School of
Agriculture, Kyoto University, 2Genome Editing Innovation Center, Hiroshima University, *Bioscience

Research Laboratory, Sumitomo Chemical Co., Ltd)

Prime editing DFF 51N FIC¥ 9 28R G R R DU R

Ozl !, i BZ2 AR R (R KEBRPUIeRl, 2 bRttt N4 A4 1 =
¥ AWFFERT)

Improvement of reverse transcriptase to increase the specificity of Prime editing
OKen Sugiyama', Tadahiko Yoshima?, Tetsushi Sakuma' (*Graduate School of Agriculture, Kyoto

University, ’Bioscience Research Laboratory, Sumitomo Chemical Co., Ltd)

Screening of pegRNA design in human iPS cells using laboratory automation and
predictions

OF} 8512, Martinez-Galvez Gabriel!, Jacquet Kevin®, Quach Angela®, Gold Nicholas?,
Bagley James®, Martin Vincent’, Woltjen Knut! (*5{#8°K - iPS ff, 25U#K - BilE, *CASB, Concordia
Univ.)

ORyo Niwa'?, Martinez-Galvez Gabriel, Jacquet Kevin®, Quach Angela’, Gold Nicholas®, Bagley
James®, Martin Vincent’, Woltjen Knut' ('CiRA, Univ. Kyoto, *Grad. Sch. Med., Univ. Kyoto, *CASB,

Concordia Univ.)

Target-AID I2X%% H KO ¥ AVER 754 L2 HE){L 3 % KOnezumi-AID D Fi¥

OffE K3F1, AR WIR2 BA SR, KEF Bk (SR HBRE e s, 2SR BEAR
R AIEIE AR, SHWRFE L T Y AR =T — Bt v 5 —)

KOnezumi-AID: a Software to Automate the Design of Multiplex KO Mouse Using
Target-AID

OTaito Taki', Akihiro Kuno? Kento Morimoto', Seiya Mizuno'? (*Laboratory of Experimental Animal
Science, University of Tsukuba, “Department of Anatomy and Embryology, Faculty of Medicine, University of
Tsukuba, *Laboratory Animal Resource Center and Transborder Medical Research Center, University of

Tsukuba)

ScKiP % 72 D ERREZ H 9 288 RNA K55 2737 D in vivo A2V —=27

O=_1t ZHEL, /Il #E2 K HGRS, 210 S, KEF B85 (5kk - e a—~ o3 Fm v -4
TUT T A, WK T AT A TEMT AT T L, KR - BRERGR - AR R > 5 —)

in vivo screening to identify novel RNA binding protein regulating cardiac function
by ScKiP system

ONatsuki Mikami', Jun Koyama?, Kazuya Murata®, Fumihiro Sugiyama®, Seiya Mizuno® ('Ph.D
Program in Human Biology, Univ. Tsukuba, ’Master’s Program in Medical Sciences, Univ. Tsukuba,
3Laboratory Animal Resource Center in Transborder Medical Research Center, Institute of Medicine, Univ.

Tsukuba)
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P-31 fiil 2 D iPS M3 LORERMMUC AL 27 AR RO T a7 74V 0 7
OF W Hi—Rsv 22, il W, [ Sv2, o KO L2, Rl EAT-12 ik =Rk /T #hiEs
(T AR, 2ERMRELR - BEERRE, SBROKZ KR - BEABSULANR, Y~ 5, 4+
YF Y TNAF)
Profiling Genome Editing Outcomes in Individual Human iPS Cells and Cultured
Cells
OYuichiro Miyaoka" >3, Gou Takahashi', Minato Maeda" ?, Daiki Kondo"?, Kayoko Shinozaki'?,
Saburo Ito*, Yuji Morishita® ("Regenerative Medicine Project, TMIMS, *Grad. Sch. Med and Dent Sci.,
TMDU, 3Grad. Sch. Hum Sci., Ochanomizu Univ., *Yamaha Motor, 5On—chip Biotech)

P-32 ZTMICBIF BT ANVAITH T B4 ERIZISF IS B0 %
Off F5c!, /ARRTF, Wzl JEE KR, SFH 9, D B0, AR5 3K, RN U
AN QN =Y R e a iy = vt )
Study on host immune response to virus in chicken
OShihyuan Cheng!, Satoko Kobayashi', Kennosuke Ichikawa', Tenkai Watanabe', Takumi Terada’,
Ryo Ezaki!, Mei Matsuzaki!, Hiroyuki Horiuchi' ('Graduate School of Integrated Sciences for Life,

Hiroshima University)

P-33 EMNAE R R TP53 AR F-~DZFEE A B} 5 base editing 33L0 prime editing O
A HTE
OXf i 51, Thao Nguyen!, Tk 22HET, #U5 mz EH 52 /Me TIERL!, I sE BEr1
AW BLEE, M AR (RSB R IRV > 4 —, 2R ¥ 8 —, *McGovern

Institute for Brain Research)

Utility of base and prime editing systems to introduce TP53 mutations into human

VAN {m N}

leukemia cell line

OTakeshi Inukai', Thao Nguyen', Minori Tamai', Yuka lijima? Masashi Sanada? Chiaki Komatsu',
Keiko Kagami', Koshi Akahane!, Tomomi Aida® (‘University of Yamanashi, Global Leukemia Cell-line
Assembly Network, 2NHO Nagoya Medical Center, *McGovern Institute for Brain Research)

P-34 CRISPR A7) —=7 12X Akl iPS fla D Pk IR ZE 5L 5 T D[R 2
OV KET, 28 —1, MR BN, B BA R0k - BEARD)

CRISPR-KO screen identifies genes that regulate human iPSC differentiation into
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definitive endoderm
OTomoaki Hirano!, Seiichi Sugino’, Yusuke Tarumoto', Kosuke Yusa' (‘Inst. Life Med. Sci. (LiMe),

Kyoto Univ.)
P-35 ORI T
P-36 Type I-E CRISPR-Cas3 I2&% <V A « Ty KBS ) AU LD BI%E

O — AL A WL AT, RIS RE, B0 OARL BT A (CHnkS BRI
FERT SeHEB 7 A, 2HPERF R EHRR R )

A novel approach using type I-E CRISPR-Cas3 for large-scale genome editing in mice
and rats

OKazuto Yoshimi!, Akihiro Kuno? Yuko Yamauchi', Kosuke Hattori', Hiromi Taniguchi', Tomoji
Mashimo! ('IMSUT, Univ. Tokyo, *Faculty of Med., Univ. Tsukuba)
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O¥ifs FrERY, AR &5/, bk BT, BRI AL A AT (B - 27D
Generation of mice to visualize genome editing efficiency

OTakuro Horii', Mika Kimura', Ryosuke Kobayashi'!, Sumiyo Morita', Izuho Hatada' ('IMCR,

Gunma Univ.)

CRISPR-Cas3 Z I\ 7=#i7:7% NOG c-kit 5= AR DB V.

OILI Ba¥1, HR — A2 GHiE seii!, &g T, PRk ~Ft, BT Ak &% Al—1 (A%0E
ENFERE, 2B R AE R FERT)

Establishment of a novel NOG c-kit mutant mouse strain using CRISPR-Cas3

OYoko Esaki', Kazuto Yoshimi? Ryoji Ito!, Motohito Goto!, Mamoru Ito', Tomoji Mashimo?, Riichi
Takahashi! ('Central Institute for Experimental Medicine and Life Science, Institute of Medical Science, The

University Tokyo)

N Z 3G DR iz /v 74 2 5 73 ENPYRIRIE LA F LM R B
ADIEH

O b (E¥) B+t A AREFL H b SR CESDRH - ARRERIITE L > & —  HREESEaT
BRI IE 2R 6 55)

Which knock-in tag is the best for protein labeling in mouse brains?

OYukiko U. Inoue’, Eriko Koike!, Takayoshi Inoue' ('Dep. of Biochem and Cellular Biol., Nat. Inst. of
Neurosci., Nat. Center of Neurology and Psychiatry)

SN R ER B E A L7 FH N 2 0 FEBI REPEE v e PR o i 4

OGogoleva Natalia'2, Zeynab Javan®?, #iff 22, HH LA (SR ARRARESM B AR
WERHAIER b 2 —c N F a0 Y=y 7a s 7 A, 25K BERERR I - JEEAITER)
Investigating the feasibility of gene delivery and editing via the intraplacental route
of delivery

OGogoleva Natalia?, Zeynab Javan'?, Satoru Takahashi? Michito Hamada? (‘University of Tsukuba
Graduate School of Comprehensive Human Sciences Doctoral Program in Human Biology, ?University of

Tsukuba, Faculty of Medicine, Department of Anatomy and Embryology)

I AFGNDT ) LGEICBIT LRI (ESC) OFIH

PR SeRY, ORI 34T, J538 Kil', Sp $h9e, [ #E0, TN B2 12 (LB K- BRa bk dakle,
2EBK-A I R=varkry—)

Utilizing embryonic stem cells (ESCs) for genome editing in Japanese quail

Ryota Kajihara!, OMei Matsuzaki', Tenkai Watanabe', Takumi Terada', Ryo Ezaki', Hiroyuki

Horiuchi®? ('Grad. Sch. Int. Sci. Life, Univ. Hiroshima, ’Genome Edit. Innov. Ctr., Univ. Hiroshima)

FUHRRMLINIIS VAR UGBS F ENS-1/ERNI & =7 M) I )50 A: S i oo P 2 7 51 70
35
OB el VO #i— (K- - BENAF)

Galliformes specific retrotransposon like gene ENS-1/ERNI regulated characteristics
of chicken PGCs
OYuya Okuzaki', Ken-ichi Nishijima' ('ABRC, Grad.Sch.Agr., Nagoya Univ.)
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W IEIRWNCINT 72 in vivo BXT in vitro TOH YLt L B ERE 7ML

OFRH FnfEv2, B G2, M B34 BAEE W12, /R RIEY, RAS AHZES, Ok #ss, R
o, JILE FH57, 0BG, A S A 53 R EREY? (MLETR BERE - 43 T AR B,
2R - Ml 7 A SRR - et SRR, SIAK - BER G AR Ay - AR EERE, AR - PRl G A by - B
Ay, SN - BEBE - 4 7R B, SRR - BE - BRBEARBE, )RR - EEEME - 41 EAE, SIRR - BElE SRS AR - Ak
A )

Modeling of autosomal dominant polycystic kidney in vitro and in vivo

OTomoka Morita®? Takeshi Itabashi® 2, Kosuke Hosoba**, Moe Hirosawa' 2, Daigo Kobayashi',
Sotai Kimura®, Hiroshi Itoh®, Hiroko Kishi®, Hideshi Kawakami’, Kenji Yamaoka®, Kouichi
Hashimoto®, Takashi Yamamoto®*, Tatsuo Miyamoto"? (‘Grad. Sch. Med., Univ. Yamaguchi, 2RICeD.,
Univ. Yamaguchi, 3Grad. Sch. Int. Sci., Univ. Hiroshima, *Grad. Sch. Int. Sci., Univ. Hiroshima, °Grad. Sch.
Med., Univ. Yamaguchi, ®Med., Univ. Shimane, "Res. Inst. Rad. Biol. Med., Univ. Hiroshima, Grad. Sch.
Biomed. Health Sci., Univ. Hiroshima)

ROSA26 85 TIHERENE LT AAV R2F—12X% /974 T DI

OFF I Juyet, #I sAmt, ARG Hifk?, IR0 3ks, FER &, B2 B2 AL 3! (EBEKR - iR
#E, PHOCEEPEER - B SR, EKT -~ ()

Generation of Knock-In Pigs at the ROSA26 Locus Using AAV Vectors

OMitsuhiro Noguchi', Fuminori Tanihara', Yuka Inage?, Makoto Inoue®, Yutaka Hanazono',
Takashi Yokoo?, Arata Honda® ({\CDAMTec., Jichi Med. Univ., *Div. of Nephrol. and Hypertension., Jikei.
Univ. Sch. of Med., *Sumitomo Phama Co., Ltd)

7 MREICKVEI L7z Klotho /27 775 DR B XY F1 ARICI1) 2 R BIRLfEHT
OFE b2, BFLogere, A drfe?, fER &2, BRE W2 AL B2 CHBEK - G
WipsEL > ¥ —, THBEKR - 5 FRBHRRIE L > 5 —)

Phenotypic analysis of Klotho-knockout pigs generated using CRISPR-Cas9-mediated
gene editing

OFuminori Tanihara'?, Mitsuhiro Noguchi' ? Yoshitaka Iwazu?, Yutaka Hanazono"?, Makoto
Kuro-o0?, Arata Honda'? (ICtr. Dev. Adv. Med. Tech., Jichi Med. Univ., 2Ctr. Mol. Med., Jichi Med. Univ.)

2 ARG [ T E ORI I Yt A R

OaHEY2Y JoF B2, SR BRIV ik - EBRBEEHIE L » & —, 2Pk - A ar ek}
oo G EERY, SRR - ISR, IR ALEE S-S A 2 2k v —)

Efficient chromosomal editing in mouse prostate/uterus

OSatoru Iwata® >34, Risako Ido? Takashi Iwamoto"? (\Center for Educ. in Lab. Animal Res., Chubu
Univ., 2Dept. of Biomed. Sci., Col. of Life and Health Sci., Chubu Univ., >Col. of Biosci. and Biotech., Chubu
Univ., *Center for Math. Sci. and Artif. Intell., Chubu Univ.)

Improvement of the genome editing technologies in the silkworm, a lepidopteran
model insect
OFFM #htht, W BT (R - i EEae i)

OTakuya Tsubota', Yoko Takasu' ('National Agriculture and Food Research Organization)

FARLL B OEREZE DR

Ofei# Kifg!, Ml SEKY, ey set, SpH h3EY, ARG 3FKY, BN i6sE 12 (K- Bes a2,
2EK T DA I RN=va vy s —)

Creating ovomucoid expressing chicken cell lines by genome editing and the application
OTenkai Watanabe', Ryota Kajihara', Ryo Ikegaya', Takumi Terada', Mei Matsuzaki', Hiroyuki

Horiuchi®? (!Grad. Sch. of Int. Sci., Hiroshima Univ., 2Genome Editing Inv. Center, Hiroshima Univ.)
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FIAR S DB ALIZ SR ELME B A V7 VT L VAL TS D

O/BR 71, %13;#%1 W RIEL2, SFH PRI, VI R BRI SEAY, N TS, YR iR
MEBKY WO EaRAert, 2IRBKRFT ) LAEL /) RX=T 3 e vy —, SRR Shie Bt
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Can strengthening innate immunity be effective against highly pathogenic avian
influenza viruses?

OSatoko Kobayashi', Siyon Tei!, Tenkai Watanabe’ 2, Takumi Terada', Ryo Ezaki', Mei Matuzaki',
Yuko Utida®, Hiroyuki Horiuchi ? ("Hiroshima University Graduate school of integrated Life Sciences,
?Hiroshima University Genome Editing Inoovation Center, *National Agriculture and Food Research

Organization National Institute of Animal Helth)

i-GONAD % V7285 T HWENLARY — DI
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Creation of gene knockout hamsters using the i-GONAD

OYuko Yamauchi', Kazuto Yoshimi', Michiko Hirose?, Atsuo Ogura?, Tomoji Mashimo' ('IMSUT,
Univ. Tokyo, 2RIKEN BRC)
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Meta-analysis of transcriptomes for Selecting Genome Editing Target Genes in

Livestock Breeding
OMotoki Uno!, Hidemasa Bono! (!Grad. Sch. Integ. Sci. Life, Hiroshima Univ.)
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CRISPR/Cas9-mediated live-cell imaging analysis of genomic loci in sea urchin
embryo

OTaiga Iguchi', Akinori Awazu', Takashi Yamamoto!, Naoaki Sakamoto! (‘Graduate School of

Integrated Science for Life, Hiroshima University)
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Herbicide resistance in sugi (Cryptomeria japonica) containing mutated ALS gene by
base editor

OYoshihiko Nanasato’, Harunori Kawabe' ?, Ken-ichi Konagaya', Saneyoshi Ueno®, Soichiro
Nagano*, Masaki Endo®, Toru Taniguchi' (‘Forest Bio-Research Center, FFPRI, FRMO, *Present address:
Leaf Tobacco Research Center, Japan Tobacco, Inc., SFEPRI, FRMO, “Forest Tree Breeding Center, FFPRI,
FRMO, °Institute of Agrobiological Sciences, NARO)
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Generation of high-efficient plant regeneration system by gene expression control
using CRISPR-dCas9

OJo Nishimura', Jun Sakaguchi’, Miki Takehara!, Satoshi Kidokoro!, Keishi Osakabe? Yuriko
Osakabe’ (*Sch. of Life Sci. & Tech., Tokyo Tech., 2Grad. Sch. of Tech., Ind. & Soc. Sci., Tokushima Univ.)
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Meta-analysis of public RNA-Seq for selection of genome editing targets for stress
tolerance in rice
(OMitsuo Shintani', Hidemasa Bono' ('Grad. Sch. Int. Sci., Univ. Hiroshima)
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Application of epigenome editing technology for targeted cancer therapy
OMiwa Tanaka'?, Yoshitaka Sunami?, Takuro Nakamura? Reo Maruyama' (‘Cancer Inst., JFCR, 2IMS,
Tokyo Medical Univ)
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Identification of causal variants for immunological disorders using Prime Editor
OYuki Hitomi', Michihiro Kono? Kazuko Ueno!, Yoshihiro Aiba®, Masao Nagasaki*, Katsushi
Tokunaga', Kazuyoshi Ishigaki?, Minoru Nakamura®*® ('Natl. Ctr. Global Hlth. Med., *Yokohama Inst.
Riken, 3Nagasaki Med. Ctr., *“Med. Inst. Bioreg., Kyushu Univ., 5Grad. Sch. Biomed. Sci., Nagasaki Univ.)
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Non-rodent genome-editing mammalian models to study the pathoethiology of
inherited retinal disease

OAKkishi Onishi® 23, Hiroshi Kiyonari*?, Seiji Hori’, Takaya Abe?*?® Mari Kaneko*?, Riko Yoshimi*?,
AKki Shiraishi>?, Junki Sho®, Aiko Ishimaru?®, Yoko Ohigashi® ('Research Organization of Science and
Technology, Ritsumeikan University, *Laboratory for Animal Resources and Genetic Engineering, RIKEN BDR,
’Cell and Gene Therapy in Ophthalmology Laboratory, RIKEN BZP)
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RNP delivery systems comprising tannic acid and fine-tuned boronic acid-conjugated
polymers

OToshizumi Chino"?, Takumi Matsuo®?, Yuto Honda" %3, Yuriko Osakabe', Yutaka Miura’?,
Nobuhiro Nishiyama" *? ('Dept. of Life Sci. and Tech., Tokyo Tech., Lab. for Chem. and Life Sci., Tokyo
Tech., 3iCONM)
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Long RNA Manufacturing by Enzymatic Ligation
(OMasasto Sanosaka!, Emi Saito?, Harei Sakurai'!, Hirokazu Nankai' ('Department of Researh and
Process Development, Ajinomoto Bio-Pharma Services, Genedesign, Inc, 2Department of Oligonucleotide

Manufacturing, Ajinomoto Bio-Pharma Services, Genedesign, Inc)
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Meta-analysis of heat stressed transcriptomes in rice for novel genome editing target

genes
OSora Yonezawa', Hidemasa Bono! (!Grad. Sch. Integ. Sci. Life, Hiroshima Univ.)
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Selection of starvation-related genome editing target genes by meta-analysis of public

databases
OJin Mitsunari!, Hidemasa Bono' (‘Fac. Sci. Hiroshima Univ.)
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Considerations on methods to predict and evaluate off-target mutations of genome
editing therapies

OTakao Inoue!, Takuma Yamashita!, Takenori Yamamoto!, Eriko Uchida! ("National Inst. of Health
Sci.)
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Development of analytical methods for accurate cell-free prediction of off-target
mutation sites

OTakuma Yamashita', Yuki Naito*3, Takenori Yamamoto', Tokuyuki Yoshida', Yasunori Uchida’,
Eriko Uchida', Takao Inoue' ('National Inst. of Health Sci., *Grad. Sch. Med. Dent. Sci., Tokyo Med. Dent.

Univ., *Database Center for Life Sci.)
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