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S1 16:00-17:30 <BFEZR—IL

HERE
Session of Education and Training
R {EAE BE GEAczEsmsts), KX EA GGEAFERIERESR)

Chairpersons : Tetsushi Sakuma (Graduate School of Agriculture, Kyoto University),
Masato Ohtsuka (School of Medicine, Tokai University)

S1-1 RIS AT 7 0T —xr ) Mk
OfEAR Y (Rt kR b B R TR
Cutting-edge biotechnology meets genome editing
OTetsushi Sakuma' (‘Graduate School of Agriculture, Kyoto University)

S1-2 Applying protein structure prediction methods and AI models to genome editing
OKentaro Tomii' (*Artificial Intelligence Research Center (AIRC), National Institute of Advanced Industrial
Science and Technology (AIST))

51-3 Analysis of neural stem cell regulatory mechanism using optical control of gene
expressions
OAE #1125 (UK F e G R R TR R A S HURAT ST &~ & —, 25U R R Bt a7
FERHIBRRESE TR M 00, SRR R A A SRR T O v A N T 2 v a v o)

1,23 (

Oltaru Imayoshi !Center for Living Systems Information Science, Graduate School of Biostudies, Kyoto
University, Kyoto, Japan., 2Department of Brain Development and Regeneration, Graduate School of
Biostudies, Kyoto University, Kyoto, Japan., *Laboratory of Deconstruction of Stem Cells, Institute for Frontier

Life and Medical Sciences, Kyoto University, Kyoto, Japan.)

S1-4 REF /R BANCES in vivo 7/ LR
Offillk At (iR KB 2R TE b))
Lipid nanoparticle-mediated in vivo genome editing
OYusuke Sato' ('Faculty of Pharmaceutical Sciences, Hokkaido University)
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ES 18:00-19:30 <BFZHR—I
EREE/J Itz —

Evening Seminar

FER : FHIER thEEF EmiirAERETSE), T 51 (VRYALYvIY)

Chairpersons : Yuriko Osakabe (School of Life Science and Technology, Institute of Science Tokyo),
Takashi Nakanishi (Novozymes Japan Ltd.)

JSGE2025 “Science Tokyo Night!” & %/ Atk F L& LI —

7 AP OFERLOBS 2 E A I -2 L 3. & JSGE2025 “Science Tokyo Night!” i, pre-seed
DFEEBE PV seed MIAS — b7 v TREOE vy FAXY b, B HTE, 7/ amEEALEELIF-LLT,
BB L7 Lk L BIATHEIRZHMOMRFEEN T —<TT. Bk BoTITEMC7ZE !

By F AU JSGE2025 “Science Tokyo Night!”

[n vivo MIZFHROEBLE His LM FR5E Y A7 20 aF% ] RH ML GRRHER)
[Type I-D CRISPR-Cas AElF % 7/ AN ] JREBH R OREFRHEKR)

[ 391 1% 7 He Al © mRNA B & A s 2 5 | WHI %+ (Crafton Biotechnology #kzU4x#t / BUEAHFEK)
[RNA fi S50l 2 e & U 7B 38 o B % | PP TR (BkaX 234k FREST)

[MycoGenome 235 | & 13" F 1 o MR o> 1] g 4 | Hk & (FkX&#: MycoGenome)

[ AR Tl O W7 % 2819 5 FEE #E (75 87— oA

AR ML I —

[Science to Market : M BICBIT B34 27851 BiF o (VR FL LT vxY)
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9:45-11:15 <BFZHR—I

Session of Cutting Edge Technology

PER | L TR GERAEAZRARANEMZAD, Ul shi& GERAREmRSRiTHRtEY5—)
Chairpersons : Moritoshi Sato (Graduate School of Arts and Sciences, The University of Tokyo),

S2-1

§2-3 (P-23)

Hiroshi Nishimasu (RCAST, The University of Tokyo)

DNA i 2 i % LSR ORESEREEMEMTL /v 7 A Hh A~V 72 2

ORIE T, PR I3, Christopher W. Fell***, Dario Tagliaferri>**, Cian Schmitt-Ulms?*#,
Jason Lequyer®®*, [l FL865, Bl #°, MIHE —Av®, Harsh Ramani>®, 111N BKERS, Jonathan
S. Gootenberg?*#, Omar O. Abudayyeh®**, P4 A7 (VHRUR SR b T2 R SERHL A2 i T2
HI, ’Department of Medicine, Division of Engineering in Medicine, Brigham and Women's Hospital,
Harvard Medical School, 3Gene and Cell Therapy Institute, Mass General Brigham, “Center for Virology and
Vaccine Research, Beth Israel Deaconess Medical Center, Harvard Medical School, B 5{ R4~ K FBeseim Rl
Poalwiset v ¥ — s G0, SR RER AT e R e = v b, 7RREEM )
Structure and engineering of the large serine recombinase for gene integration
OTeppei Soma', Masahiro Hiraizumi', Christopher W. Fell>**, Dario Tagliaferri***, Cian Schmitt-
Ulms?**, Jason Lequyer***, Sae Okazaki®, Yukari Isayama®, Kazuki Kato®, Harsh Ramani***, Keitaro
Yamashita®, Jonathan S. Gootenberg®**, Omar O. Abudayyeh?***, Hiroshi Nishimasu'®’ (‘Department
of Chemistry and Biotechnology, Graduate School of Engineering, The University of Tokyo, 2Department of
Medicine, Division of Engineering in Medicine, Brigham and Women's Hospital, Harvard Medical School,
3Gene and Cell Therapy Institute, Mass General Brigham, *Center for Virology and Vaccine Research, Beth
Israel Deaconess Medical Center, Harvard Medical School, *Structural Biology Division, Research Center for
Advanced Science and Technology, The University of Tokyo, ®Mechanistic Inmunology Research Unit,

Institute of Science Tokyo, “Inamori Research Institute for Science)

TIGR-Tas (¥4 5" —-%R) : Nop FALVF VAR EBE Y 25— RNA kS 27 A
OFf M Ft (VERBE - BIRWFZEATE @Bl > ¥ =7 ¥ 7 8 ECL #f%F — 2)

TIGR-Tas: Modular RNA-guided systems with Nop domain-containing proteins
OMakoto Saito! ('RIKEN, PRI, Biophenomena Engineering RIKEN ECL Research Team)

TERII R R T T ) Wi VAT A OBTE

Ofiife 08T, AR AU, HE FRE2 HE #72 IS BN Ik B, RN EF, R
2, KR SRR RS, JHE VR CBRRSKC - EEREE, REAK - SRR, SERRF-IMS, LIk
{5 TS B %

Development of germline-specific epigenome editing system

OTakuro Horii', Sumiyo Morita', Shinjiro Hino? Yuko Hino? Hiroto Fukushima?®, Ryosuke
Kobayashi', Mika Kimura', Mitsuyoshi Nakao?, Yoichi Mizukami*, Azusa Inoue?, Izuho Hatada'
(IMCR, Gunma Univ., 2IMEG, Kumamoto Univ., >RIKEN IMS, *Center for Gene Res., Yamaguchi Univ.)

HAT 7 s 4510 MR &
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S2-4

FT

A multi-kingdom genetic barcoding system for precise clone isolation

Soh Ishiguro', Kana Ishida? Rina C. Sakata', Minori Ichiraku?®, Ren Takimoto!, Rina Yogo!, Yusuke
Kijima', Hideto Mori*, Mamoru Tanaka®, Samuel King', Shoko Tarumoto®, Taro Tsujimura®, Omar
Bashth!, Nanami Masuyama'”#, Arman Adel', Hiromi Toyoshima®, Motoaki Seki®, Ju Hee OR’,
Anne-Sophie Archambault’, Keiji Nishida'®"!, Akihiko Kondo?'*12, Satoru Kuhara'®, Hiroyuki
Aburatani®, Ramon L. Klein Geltink’, Takuya Yamamoto®®, Nika Shakiba'*, Yasuhiro Takashima?®,
ONozomu Yachie!*? (!School of Biomedical Engineering, The University of British Columbia, Vancouver,
Canada, *Spiber Inc., Tsuruoka, Japan, *Center for iPS Cell Research and Application, Kyoto University, Kyoto,
Japan, *Premium Research Institute for Human Metaverse Medicine (WPI-PRIMe), Osaka University, Suita,
Osaka, Japan, *Research Center for Advanced Science and Technology, The University of Tokyo, Tokyo, Japan,
®Institute for the Advanced Study of Human Biology (WPI-ASHBi), Kyoto University, Kyoto, Japan, “Institute
for Advanced Biosciences, Keio University, Tsuruoka, Japan, ®Systems Biology Program, Graduate School of
Media and Governance, Keio University, Fujisawa, Japan, 9BC Children's Hospital Research Institute,
Department of Pathology and Laboratory Medicine, The University of British Columbia, Vancouver, Canada,
Engineering Biology Research Center, Kobe University, Kobe, Japan, 'Graduate School of Science, Technology
and Innovation, Kobe University, Kobe, Japan, nDepartment of Chemical Science and Engineering, Graduate
School of Engineering, Kobe University, Kobe, Japan, *Graduate School of Bioresource and Bioenvironmental

Sciences, Faculty of Agriculture, Kyushu University, Fukuoka, Japan)

Y47V Cas BE DI F ML 7 1EAL

OffiAR B, Fojfe #EORREY, sk A1, KPE HEA, PN RSk, PO sAR2 KA @&t (siok
FRFPEBLEE RO ZERE, 2 MO AR APl i sE L > & —)

Molecular mechanism and evolution of Type V CRISPR-Cas efectors

OOsamu Nureki!, Yutaro Shuto!, Hayato Morinaga', Kosuke Onishi', Ryoya Nakagawa', Hiroshi
Nishimasu? Satoshi Omura’ ('Graduate School of Science, The University of Tokyo, Research Center for

Advanced Science and Technology, The University of Tokyo)

11:30-12:15 <HSFRR—I

Jo5viak—o

Flash Talk

FER {EQR DD (EREMI-hRIAZRAT)
Chairperson : Erika Sasaki (Central Institute for Experimental Medicine and Life Sciences)

P-1%

P-4 v%

P-18 ¥¢

P-26 Y%

HAT ) B2

TiD Z M\ 7ze Ml 3 KOHE YL 350 288 506 PEAE Y — v D B 3

Ofgeik 221, 3% BEvR', ST IR, Y H R, NTHH w2, JREE Bon2, JRERS R CORseR
FR - RGBT, 2EEREE - AR ESERT)

AsCas12f-max demonstrates a strategy to develop efficient compact editors by targeted
engineering

OQu—N7 4 7 FEM12, HEF B 93 B ¥ IR (‘Department of Cardiovascular
Medicine, Grad. Sch. of Medical Sci., Kyoto Prefectural Univ. of Medicine, Kyoto, Japan, 2Faculty of Health,
Medicine and Life Sci., Maastricht Univ., Maastricht, Netherlands)
NTFIIRERDDHHWL 74— VETOZWIZIF 72 CRISPR-Cas3 BB IE O K
OV BAEY, HR — AL &I 20, W ar Ak, ek R gt (k- g
FIAF, 2 BRAF - 60

Type I-E CRISPR @ crRNA 70t 3 o 7 B2 o I L 72 i G-l 5 il 0 B 56

O #RE, HR —AL &I 2R, B0 0AARL AF P2 BF A (0K - R,

2 PR - 1)

5510 K&



P-33 Yy

P-43 y%

P-50 v

P-51 ¥¢

P-62 Y%

P-64 Y¢

LS-1

CRISPR-Cas9 & H\W 7MLk BB KPR ORI R T V7<= f X

OB B —1, AR Lt 529 i, &FH FE2 Y P, B B (R Ad EwT,
2K Pt R T 524, 3HUK iPS MmT)

ATM BIEANCED AAV FF—RI 7 =2 72T 7RI D o7 4 V3

OB BAE Y2 TP Seget 2R i 2, JE b Bkies, fER 212, KZ 312 (HBREK - SR,
THMBER - RS, MER 77—~ st k4t RACTHERA)

N7y RO BIT 2 a7 BLOTF AT DEHNA A=V 7 7 fiHT

OFF T KA, Bl Y, S ek, 1A 5 SOR MBEY (R B KBS a 2k Gkl gkl
PR EREE TN ACBIT S SATI EE W27 ) ARG #

O /NEL SERY EOR?, Ak B34 &% KIS, BRI AdJes, /NEF Rife, s E—RRYS (CBOK - B
A bR, 240K - BeB - INBRRESSERIM G, SASWREE - 7 AR C, YRR - BREE - R IR AR, SRS
C A, %K - BREMF - A b LRSS, THOK - BESERET, SBOK - B IR AN

Prime editing correction of an Nkx2-5 variant in a murine congenital heart disease
model

OVEME KRIED, fo Jaiki?, A IR KRR 2, /N — 2% (CRBUR R bR ZER:  IGER BN R,
PHORRF RSB E SRR Jevm B g R B2 iE, 3 IR R iR A At K 55)

K% A 7 1%l 72 CRISPR-Cas9 RNP ##l = 0 R 8 A IS X 24BN in vivo
) Wi e

OTH Flflite, B2 FhifE 2, ARH M3, HER #iE T, Haochen Guo®, 7~H L1120 = #1172,
PEIL 2123 QBB R AT, 2H R R AL A G B2, 3 F VA / R—=Ya vk vy —)
TiD-X 7/ 2 EIC kB 7 2 v 2 U AR Y A M7 4 — DIRIEE T VR

OFA T, ks BT, R BHEET, I 56, 39r Bt R w2, JRUEs sk, TSR #h
HA1 (Ctathhook - RGBT aeks, 2Kk - AERHE )

12:45-13:45 <BFZR—IL

SUFIaE=F—1
Luncheon Seminar 1

LS-1

IL-1

YRR 1

Enhancing CRISPR Safety Through IDT’s RhAmpseq System for Off-Target Evaluation
OEdward Wong Sern Yuen (Ph.D)" ('Integrated DNA Technologies (IDT))

14:00-14:45 <SFRR—I

Invited lecture 1

R BT Mt GErRsErSHEm)
Chairperson : Tomoji Mashimo (MSUT, The University of Tokyo)

IL-1

Mining of CRISPR-Cas12 nuclease family to discover and develop novel genome
editing tools

OVirginijus éikénysl (*Vilnius University, Life Sciences Center, Vilnius)

HAT 7 s 4510 MR &

15



16

S3
ERI0A

15:00-16:30 <BFZ =)L

Session of Therapeutic Application

R AL B (EumsEsEmrtyy—), AR 8 (BAERARESE)
Chairpersons : Toru Uchiyama (National Center for Child Health and Development),

S3-1

§3-2 (P-30)

§3-3 (P-63)

S3-4 (P-22)

HAT ) B2

Tsukasa Ohmori (School of Medicine, Jichi Medical University)

77 DR O BLRE AT B 1)

OWF $hE?, A R, N BB JF R SHET O e At i A e

Current status and development trends of genome editing therapeutics

(OTakuma Yamashita!, Takenori Yamamoto!, Eriko Uchida!, Takao Inoue' (National Institute of Health

Sciences)

ZRIFIVFYT7 DNA 2R 5 )i 8% 9 % Platinum TALEN O 5%

OJ\IE WA, FRE HE—2 ZRBETS CHEIEER - IR - JerEaE, 2ERH - fiEmiieL > & — A54
HANF I bk vy —, SKERMERL Y ¥ — ZZA0RE)F—F Ly —)

Development of mtDNA-targeted platinum TALENS for the bi-directional
modification of heteroplasmy

ONaoki Yahata', Yu-ichi Goto?, Ryuji Hata® ('Dep. of Dev. Bio., Fujita Health Univ. Sch. of Med., "Med.
Genome Center, NCNP, *0OPRC, Osaka Psych. Med. Center)

PAFF RN B IR F2RNE T 2187/ Atk

ORI 32, fEg 32, P BLER2, AL Bfl ! (%AW - BSAT S 7 4, 2HOREEK - BEHSHT)
Epigenome editing targeting cancer-specific fusion genes

OMiwa Tanaka'?, Yoshitaka Sunami? Takuro Nakamura? Reo Maruyama' ('Div. Cancer Epigenomics,
Cancer Inst., JECR, 2Dept, Exp. Pathol., IMS, Tokyo Medical Univ.)

Base Editing for Generating a Gain-of-Function Variant in Hemophilia B

ON-Z )7+ 7 b A X787V 12 KUE &2, PR B, Rk AR, ek BlE TS, R &%
ot bR GRS, S WS, RN R, N Y VAV R X T v LV BRI, R
By w7, THK OKHBS, R Ao, frH FEAS, AR B, KR W2 (VEIREERRR A LA A
LZHRMY, 2 HIRERER AR TIN5 —, SAeiEl A3 iR A e =, HIRER R
ERRES Y v ¥ —, SRS KRPEBEE IR AT 78 R B REHI 2000, SRR AR RER ARG
WFFERHR AR - G SR RE R AT A0, 7 ORI SRR R A2 R A BE B A FERIB BR AR AR, 8 KB 32 i F
JE, O WRUR AR B B R SR A R 27 8 )

OBaatartsogt Nemekhbayar'?, Yuji Kashiwakura'? Takafumi Hiramoto!, Rina Ito’, Rikako Sato?,
Yasumitsu Nagao*, Hina Naruoka®, Haruka Takata®, Morisada Hayakawa'? Batjargal
Khishigjargal!, Tomoki Togashi'®, Atsushi Hoshino’, Taro Shimizu®, Yusuke Sato®, Tatsuhiro
Ishida®, Osamu Nureki’, Tsukasa Ohmori'? (‘Department of Biochemistry, Jichi Medical University, Japan,
ZCenter for Gene Therapy Research, Jichi Medical University, Japan, *Laboratory for Molecular Design of
Pharmaceutics, Faculty of Pharmaceutical Sciences, Hokkaido University, Japan, *Center for Experimental
Medicine, Jichi Medical University, Japan., 5Department of Pharmacokinetics and Biopharmaceutics, Institute
of Biomedical Sciences, Tokushima University, Japan, “Department of Clinical Laboratory Science, Graduate
School of Medical Science, Kanazawa University, Japan, 7Departrnent of Cardiovascular Medicine, Graduate
School of Medical Science, Kyoto Prefectural University of Medicine, Japan, 8Research Institute for Microbial
Diseases, Osaka University, Japan, Department of Biological Sciences, Graduate School of Science, The

University of Tokyo, Japan)

5510 K&



S3-5 77 KRN R O SRR B 9 5% 5%
OFf b Se? (032 e i £ i AR TR B A5 T BE 3R
Considerations for quality assessment of genome editing products for human

therapeutic use
OTakao Inoue! ("National Institute of Health Sciences)

AART piisker s 910 MIRE 17
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9:45-11:15 <BFZHR—I

Session of Various Species

B i B

< GRRERAZeIETSE), Bl BR MRaithxh BREEXIE Strategic Unit)

Chairpersons : Takayuki Arazoe (Faculty of Science and Technology, Tokyo University of Science),

S4-1

$4-3 (P-71)

Haruyasu Hamada (Food Production Support Strategic Unit, KANEKA CORPORATION)

MBI 277 DRSO IR SRR T T4 ) TD Cas9 Z W 7FRN A T A
DH%E

O A (il R W 7 4 — v FREE » & — S B R I BT

Frontiers of genome editing technologies in seaweed: Development of targeted
mutation methods using Cas9 in the green alga Ulva prolifera

OKensuke Ichihara' (‘"Muroran marine station, Field science center for northern biosphere, Hokkaido

university)

B D) 2= a LR T O

OFFH A=t (T RS/ 5 A+ LY v & — - BHEE A 2 =3 a %R

Base editing variations and their applications in different organisms

OKeiji Nishida' ('Engineering Biology Research Center and Graduate School of Science, Technology and

Innovation, Kobe University)

B OF ) DRI KBUBR JeAD Ku MK AE K O Ku JFRAAS R OB 512
DWT

O/NHITH MBS, WPi) 52, Ll s, R 0o &2 koo Ahliset?, KA G2 (5
Kb - B 2HERK - B2

Involvement of Ku-(in)dependent pathways in large deletion during Aspergillus
oryzae genome editing

OTomofumi Kowada', Takeshi Noma?, Ayuna Yamazaki', Hizuki Morita?, Yuu Uemoto', Hirohide

Toyama'?, Osamu Mizutani'? ('Grad. Sch. Agri., Univ. Ryukyus, ?Agri., Univ. Ryukyus)

Genome editing in Euglena gracilis: From gene function to trait engineering

OKeiichi Mochida*** (IRIKEN Center for Sustainable Resource Science, Tsurumi, Yokohama 230-0045,
Japan, 2Baton Zone Program, RIKEN, Tsurumi, Yokohama, 230-0045, Japan, 3School of Information and Data
Sciences, Nagasaki University, Nagasaki 852-8521, Japan, “Kihara Institute for Biological Research, Yokohama
City University, Totsuka, Yokohama 244-0813, Japan)

BT TIZBT 2 AR Y RALRE S O BRBEM AT

TR, S B, Kl a2, FFMHT, T S, Il S B A
e BT, AT SEISEY, B S, I AR, R, RNG BRSO, SFH %R, R
Wl TN T = T WA FZE OTIR X (EMEERIRIIRE R IR e v v —, 2
SRR RFBE G TR IERE, CHUR R B A SUIISER, USSR M R 2 0,
AR TR R R, SO B G RLFIF SR, 7 SR BRI L T2
BHER, SHEERSRFBM TR, RO TR T h A G AR, 1 SEASRF b
BIRFIESERE, R KRR A T 5 )

AART fiifkers 5510 MR &



IL-2
YRR 2

Functions of the phosphorylated pathway of serine biosynthesis in development of
Marchantia polymorpha

Mengyao Wang'?, Hiromitsu Tabeta'?*, Kinuka Ohtaka'?®, Ayuko Kuwahara', Ryuichi
Nishihama®’, Toshiki Ishikawa®, Kiminori Toyooka', Mayuko Sato’, Mayumi Wakazaki', Hiromichi
Akashi', Hiroshi Tsugawa'?, Tsubasa Shoji'!, Yozo Okazaki'’, Keisuke Yoshida', Ryoichi Sato!, Ali
Ferjani*, Takayuki Kohchi®, OMasami Yokota Hirai'? ("RIKEN Center for Sustainable Resource Science,
Yokohama, ?Graduate School of Bioagricultural Sciences, Nagoya University, *Department of Life Sciences,
Graduate School of Arts and Sciences, The University of Tokyo, “Department of Biology, Tokyo Gakugei
University, *Department of Chemical and Biological Sciences, Faculty of Science, Japan Women’s University,
Graduate School of Biostudies, Kyoto University, "Department of Applied Biological Science, Faculty of
Science and Technology, Tokyo University of Science, *Graduate School of Science and Engineering, Saitama
University, *Biotechnology and Life Science, Institute of Engineering, Tokyo University of Agriculture and
Technology, ’Graduate School of Bioresource, Mie University, 'Laboratory for Chemistry and Life Science,

Institute of Integrated Research, Institute of Science Tokyo)

14:00-14:45 <BFEZR—IL

Invited lecture 2

FER : HIEB thEEF GREFAPEMETHR)
Chairperson : Yuriko Osakabe (Institute of Science Tokyo)

IL-2

S5
XA

Next-Generation Precise Genome Editing Technologies and Their Applications in
Crop Improvement

OCaixia Gao' ('Institute of Genetics and Developmental Biology, Chinese Academy of Sciences, Beijing,
China)

15:00-16:30 <BFZHR—I

Session of Industrial Application

PER M HTE @EBSAPEFRESHEFR), SR — A GERARERSHER)
Chairpersons : Izuho Hatada (MCR, Gunma Univ.), Kazuto Yoshimi (MSUT, The University of Tokyo)

S5-1

IRAEHGEHAD 7 ) A a2 v BEIS S 28 BT 23 — Eeil

OB T, #4300, mH ELY?, BAR, KT BAY? KM W2, Sl AR, EARH
T Q) —=vaFn7 4y v aklath, 2tk b Beiisesh)

A novel delivery technology enabling genome editing in crustaceans

OTetsuya Ogino', Manabu Shintani’, Rie Takada'? Aya Hashimoto', Masato Kinoshita '?, Takaaki
Daimon?, Shota Nakade!, Tetsushi Sakuma'? ('Regional Fish Institute, Ltd., *Graduate School of

Agriculture, Kyoto University)

PESEIG IV 72 CRISPR-Cas3 DH A b 7 & 2 3ENE 72
OW A — AT CHECRZEER A LT e By 7 7 D EFE53 )
Development of CRISPR-Cas3-based technologies for medical and industrial

applications
OKazuto Yoshimi' ('Division of Animal Genetics, The Institute of Medical Science, The University of Tokyo)

HAT 7 s 4510 MR &
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S5-3

S5-4 (P-57)

L=—27 PAM BH %83k 9% Abyssicoccus albus Cas9 O ¥ ER AT 72U LA
Ot R, BRI EAE?, A 22, K8 B2 W9 35, JGH Rk, OhE —18s, <F
BEEE2, W RRL CERIF AN A0 DLy 5 —, 2A v TF0 84 ) "=V arX,
STOPPAN (#))

Development of Abyssicoccus albus Cas9 recognizing a unique PAM sequence for
genome editing applications

OAkiyoshi Nakamura', Reika Hasegawa? Hiroshi Yamamoto', Tsubasa Yano?, Yoichi Makino?,
Nobutaka Mitsuda’, Seiichiro Ito®, Teruhiko Terakawa? Shigeo S. Sugano! (‘AIST BPRC, “Inplanta
Innovations Inc., *TOPPAN Inc.)

AFITBUT B D O B Js & GBI 720D #LA

OLHBE&HFZ, MRE B NS B, HPR T2 KR Bk wik K5 4 Uiz &l
O D4 1B BLFE5, R BUCe, A 532, R0 F 1 (BRSO S A, 2BI0K - 2, O SRR
ME L, HITER - 7 4 7 i5ERE, SHMRRIE, © ROTEAE - ARReeisM)

Towards the Practical Application of Genome Editing Technologies in Japanese Cedar
OYoshihiko Nanasato’, Ken-ichi Konagaya', Harunori Kawabe', Yoshino Tanaka?, Kousei Omura?,
Keita Endoh?®, Shiho Nago*, Hikari Kusaura?, Saneyoshi Ueno®, Masaki Endo®, Takashi Iwasaki?,
Toru Taniguchil (*Forest Bio-Res. Cent., FFPRI, 2Dept. Agric., Tottori Univ., 3Forest Tree Breed. Cent., FFPRI,
“Life Business HQ, Yokogawa Electric Corp., °FFPRI, ®Institute of Agrobiological Sciences, NARO)

PESEIS NI 72577 2 A W O BLIRE @ ) R IOV T

O AT ()k BAZ: HABHEM 7 R Mgt ~ & — B T 52 8R00)

Current status and appropriate handling of genome-edited organisms for industrial
applications

ONobukazu Tanaka' (1Department of Gene Science, Natural Science Center for Basic Research and

Development, Hiroshima University)

AART fiifkers 5510 MR &
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IRAY—F 14 AHv>3> (Poster-Discussion) W=IRRY —ESEEE

& # (0dd)
18 %% (Even)

681780 16:30-18:00 O4 7 ILTIb—k—Ib
6H18RGK 11:15-12:45 O4 7 ILFIL—ik—)b

P-1¥%

TiD Z v 7ze Mg B KRI850 PR LY — v o B S

Otk 2281, V% BEORY, SR9T IR, W H AR, FIH ks, JRUEE ek, JRUER LT (CORnRt
SR - A B, AAEERRE - AL e S B )

Development of TiD-based CRISPRa Tools in Human and Plant Cells

OKugo Goto!, Ryuya Watanabe', Satoshi Kidokoro!, Tadaomi Furuta', Naoki Wada? Keishi
Osakabe?, Yuriko Osakabe! (1Sch. of Life Sci. & Tech., Science Tokyo, 2Sch. of Tech., Ind. & Soc. Sci.,

Tokushima Univ.)

7T BEE A W ARD B — i FE R AR D B 56

OENHEZ, el A2 WH HED CHRERFERSIIZER BT - Mlast v 5 — 5 TEER
oyl 2RURRY: A ARRTET I (R 00 i)

Development of Adeno-Associated Virus (AAV) Vector Producing Cell Lines

OYuji Tsunekawa', Kousuke Yusa? Takashi Okada’ ('Institute of Medical Science, The University of
Tokyo Department of Molecular Genetic Medicine, Center for Gene and Cell Therapy, Institute for Medical

and Biological Research, Kyoto University Department of Stem Cell Genetics)

CRISPR-Cas3 Y A7 A& Rl 2 RSUEIRALEIR 1/ v 74 VBl O Pl FE L i @ AL

Ok A KM, 5 R — N3, BUF FId:, AR 02 (k- Bekedy, 2u0k - Bl SHUK - BRI
Improved strategies for CRISPR-Cas3-based gene knock-in system with large genomic
fragment removal

ODaiki Nagatomo'?, Kazuto Yoshimi®, Tomoji Mashimo?®, Tetsushi Sakuma? (‘Grad. Sch. Med., Kyoto
Univ., ?Grad. Sch. Agri., Kyoto Univ., IMSUT, Univ. Tokyo)

AsCas12f-max demonstrates a strategy to develop efficient compact editors by targeted
engineering

Ou—v7 4 ¥ 7 FEE12 HE AT, M BH, R ' (‘Department of Cardiovascular
Medicine, Grad. Sch. of Medical Sci., Kyoto Prefectural Univ. of Medicine, Kyoto, Japan, 2Faculty of Health,
Medicine and Life Sci., Maastricht Univ., Maastricht, Netherlands)

OMika Rohlfing'?, Tomohiro Hino', Satoaki Matoba!, Atsushi Hoshino' ('Department of
Cardiovascular Medicine, Grad. Sch. of Medical Sci., Kyoto Prefectural Univ. of Medicine, Kyoto, Japan,
2Faculty of Health, Medicine and Life Sci., Maastricht Univ., Maastricht, Netherlands)

LB+ T DNA 2>Hh8)% 35 5'-tailed duplex' X designed nuclease Z V> 97125#
(PR TR S

OMAT 52!, LPF BOKERY, S 573K, 4% S0, D AR, N B2 JNVRBR2, E FET
CIEEK - BEBREHE (38), 28—=08 () - &5 7 1 0%

Designed nuclease-free gene-editing with chemically modified 5'-tailed duplex'
OHiroyuki Kamiya', Ryotaro Kamitsubo!, Kotoe Hori!, Haoting Tsai', Taiki Kato', Takao Shoji?,
Makoto Koizumi? Hidehiko Kawai' (!Grad. Sch. Biomed. Hlth. Sci., Hiroshima Univ., 2Modality Res. Lab. I,
Daiichi Sankyo Co., Ltd.)
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TIGR-Tas (¥4 5" —-% ) : Nop FAL V& U AR L BE Y 25— 7 RNA kS 2T A
OF e at (BB - BIBRTJEATE AdBl%= > ¥ =71 ¥ 7 8 ECL #f%EF — 2)

TIGR-Tas: Modular RNA-guided systems with Nop domain-containing proteins
OMakoto Saito! ('RIKEN, PRI, Biophenomena Engineering RIKEN ECL Research Team)

BID DNA =7 D3 RHIER RE T SE 25 TR O]

OMEAR #ith 12, BH A2 9 Wz, W E—R2 CBOK - Bele, 25RFBEK - Bele, SHBEE20)
Elucidation of the Molecular Mechanisms for Long-Range Deletions from Multiple
DNA Nicks

OYuya Namaki'? Akiko Tomita? Hiroyuki Sasanuma®, Shinichiro Nakada? ('Grad. Sch. Med., Osaka
Univ., *Grad. Sch. Med. Sci., Kyoto Pref. Univ. Med., *TMIMS)

Cas9 nickase (2&2 =7 TRBIL=y MR D /v 74 VEATIEUSIRIRHET 7/ X2 7 — DB
O K71, Il B8, ks SR Gl 2, R R (R - REE TV, 2K - AR 2)
Knock-in adenovirus vector enabling delivery of a gene expression unit into Rosa26
by Cas9 nickase

OTomoko Nakanishi', Megumi Yamaji', Mariko Nakamura', Izumu Saito?, Shigeto Sato' ('CBRR,
Juntendo Univ., 2Dep. Physiol., Juntendo Univ.)

thiPS MilRiZ351) %5 CRISPR-Cas9 (XA & — DNA BEHISE DR ERGHE
ARG WY, ETH B2 AR HU2 RH AHARS, ik =HRS, OB AE—HRAA (BRI SR
WFZERT - HAEER T O Y =7 b, 2R - BEERE AR A, SV B RRK &4,  BR oKL TR
ZINGVigla=1)29)

Frequent homozygous induction of identical genetic manipulations by CRISPR-Cas9
in human iPS cells

Gou Takahashi', Minato Maeda'? Kayoko Shinozaki'?, Gakuro Harada®, Saburo Ito®, OYuichiro
Miyaoka'?* ('Regenerative Med. Project, Tokyo Metropolitan Inst. Med. Sci., 2Grad. Sch. Med. Dent. Sci., Inst.
of Sci. Tokyo, 3Yamaha Motor Co., Ltd., *Grad. Sch. Humanities Sci., Ochanomizu Univ.)

7 BB TID-X 2 &> THESN DRI 0H i

OMIH EAT, A bS53 AR, JHHER -2 TR AR (SRR SR bkt e e T2
TFZEds, 2R R R B b))

Control of deletions induced by TiD-X

ONAOKI WADA', Emi Murakami', Kazuya Marui', Yuriko Osakabe?, Keishi Osakabe' (!Graduate
School of Technology, Industrial and Social Sciences, Tokushima University, 2School of Life Science and

Technology, Science Tokyo)

TSUMUGL: KO ¥ 27475 ORI KB 7 — 5 THE LT HBLER €Y 2— V]
LD BFE

OB BIIAY, 8 RSF2, Wl A, KEP B8k (SR BEBHER AR EBm gL v 5 —, 25
WRE 7O —NVEHFR ca—< o N\fFay—2i7ras L)

TSUMUGI: Web Tool for Gene Module Discovery from Knockout Mouse Phenotypic
Profiles

OAkihiro Kuno!, Taito Taki? Satoru Takahashi!, Seiya Mizuno' ('Laboratory Animal Resource Center,
Institute of Medicine, University of Tsukuba, Ph.D. Program in Human Biology, School of Integrative and

Global Majors, University of Tsukuba)
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CRISPR-Cas9 Editing of Degenerate VNTRs: Implications for gRNA Mismatch
Tolerance

OXiaoyan Ren', Gabriel Martinez-Gélvez', Tomoko Matsumoto', Knut Woltjen' (' 5U#ik%: iPS
MR 7EmT)

OXiaoyan Ren!, Gabriel Martinez-Galvez', Tomoko Matsumoto', Knut Woltjen' (*Center for iPS cell

research and application, Kyoto University)

EE B E MD (23O B BIERIE £ —74 7% MOVE-DM % i\ >/ CRISPR Type I-E/

Cas3 @ DNA I A = X A

OF4 WAEY, Bl IR, G0 S8R TN AR I0EFEEL, BF w22 (GEsokk - AEm AT,
2R - AEWELT)

CRISPR Type I-E/Cas3 DNA Cleavage Mechanism using MOVE-DM based on Deep
Learning and MD simulations

ORyusei Haruna', Yoshihiro Kashiyama', Ryota Kiyooka', Shota Shimogochi', Tomohiro
Yamaguchi', Naoyuki Miyashita'? (‘Grad. Sch. BOST, KINDAI Univ., 2BOST KINDAI Univ.)

TR b — 2 RIS E D AR T FEBLRAEIC L 2R o S i )
OMA MES, NN AT, BB, AN, KSR, SR Bk, @k Bt (simk
S L) TR ST

Cell fate control via gene expression manipulation based on regulatory network
structures
OYusuke Tarumoto!, Yuhei Yamauchi’, Seiichi Sugino!, Masato Ishikawa', Mototsugu Eiraku',

Atsushi Mochizuki!, Kosuke Yusa® (Mnstitute for Life and Medical Sciences (LiMe), Kyoto University)

MyoG Compensates for Loss of MRF4 Function in CRISPR/Cas9-Edited Nile Tilapia
OKang Hee Kho', Zahid Parvez Sukhan', Yusin Cho' ('Department of Fisheries Science, Chonnam

National University, Yeosu, South Korea)

Cre/loxP # 1 ¥ AR Z BB 25 loxP BEHIDIRMEHEL 225
OXRM Y, AH BILYL AARMED (K 2 H b JeiF e i)

Erasing traces of loxP sequences from Cre/loxP site-specific recombination
OToru Onishi!, Nobuhiro Ishida!, Nobuhiko Muramoto' ((TOYOTA CENTRAL R&D LABS., INC.)

BiFC {£%Ji]\»7z CRISPR-Cascade B {5 DML & 5B DT

AREBEHEY, @)IGESRY, OFM B! (IR BAFERERE AR 7EH)

Analysis of the intracellular association process of CRISPR-Cascade complex using
BiFC method

Haruki Kino', Kiyomoi Nigorikawa', OWataru Nomura' (‘Graduate School of Biomedical and Health

Sciences, Hiroshima University)

INOTFIVIFREREDHOW BT 4 — IV TOEWIIT 7 CRISPR-Cas3 HlER 0 B
OPEF B, HR — AL R 260 TP A M, BT md (ks &
RHRF, 2FDHF - 4805

Enhanced nucleic acid detection using CRISPR-Cas3 for widespread on-site testing
during pandemics

ORika Hirano!, Kazuto Yoshimi', Koji Asano', Kohei Takeshita? Ken ] Ishii!, Kei Sato', Tomoji
Mashimo! ('IMSUT, Univ. Tokyo, RIKEN Spring-8 Center)
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P-22 (S3-4)

P-23 (52-3)

HAT ) B2

DNA damages and cell cycle control facilitate mitotic interhomolog recombination in
human iPS cells
OZ F81, Knut Woltjen' (' 58K - iPS #F)

OSuji Lee', Knut Woltjen' ('CiRA, Kyoto Univ.)

PAM-relaxed Cas9 & MME] Z4r L7z RAEETFIMER DM R EILIET S

O 297812, K5 MRE, FHH 2 Knut Woltjen! (1 5U#BK - iPS I, 250k - Bile)
Targeting previously unapproachable deletions in human iPSCs using PAM-relaxed
Cas9 and MME]

OKazusa Matsui'?, Sayaka Kayumi', Ryo Niwa'? Knut Woltjen' (!CiRA, Univ. Kyoto, *Grad. Sch.
Med., Univ. Kyoto)

nCas9 &RV F 54 MEATE R W% "parallel BITREX" D9E; : SRk — kL
HEHoRH

OrJE WY, BT, Ok Rl ok - Beke)

nCas9-based parallel gene amplification for creating a diverse copy number ratio
populations

OHiroaki Takesue!, Satoshi Okada!, Takeshi Ito! (!Grad. Sch. Med. Sci., Kyushu Univ.)

Base Editing for Generating a Gain-of-Function Variant in Hemophilia B

ON-F N+ 7 & R A7V 2 K 2, PR ERY, Phik B0, Ek BT, R
A W JEES, A RS, RN R N T VIV F YT R OVAv, BRI,
AIF R, WK KRR, ERE 183, AH WEEAS, AR FY, KA T (BRI AL AR e
AALERRM, 2 HRER R FERZF BRI & —, 3SR FHEE /0 FRkEHE AR, BlERK
FRERBE L Y 5 —, SRRRY RABEE R A7 SR B REHIE 00, © SURFA R AP E R R~
F e R - T BOR BARAS A, 7 ORI SRR PR A BE R A R RG BR A IR 7, & RO B i
WFFERT, O B R F R A B R Fe R A W R R )

OBaatartsogt Nemekhbayar'?, Yuji Kashiwakura'?, Takafumi Hiramoto', Rina Ito®, Rikako Sato?,
Yasumitsu Nagao*, Hina Naruoka®, Haruka Takata®, Morisada Hayakawa'? Batjargal
Khishigjargal'!, Tomoki Togashi?, Atsushi Hoshino’, Taro Shimizu®, Yusuke Sato®, Tatsuhiro
Ishida®, Osamu Nureki’, Tsukasa Ohmori'? (Department of Biochemistry, Jichi Medical University, Japan,
ZCenter for Gene Therapy Research, Jichi Medical University, Japan, *Laboratory for Molecular Design of
Pharmaceutics, Faculty of Pharmaceutical Sciences, Hokkaido University, Japan, *Center for Experimental
Medicine, Jichi Medical University, Japan., Department of Pharmacokinetics and Biopharmaceutics, Institute
of Biomedical Sciences, Tokushima University, Japan, 6Depar’cment of Clinical Laboratory Science, Graduate
School of Medical Science, Kanazawa University, Japan, 7Department of Cardiovascular Medicine, Graduate
School of Medical Science, Kyoto Prefectural University of Medicine, Japan, *Research Institute for Microbial
Diseases, Osaka University, Japan, 9Depar’cment of Biological Sciences, Graduate School of Science, The

University of Tokyo, Japan)

PRGNS B T Wi AT L DB 5§

OYifer #hER!, PR ALY, HEFFRM2 OB 12 MRS A, AV BALY RN EF, T2
M2, KBRS R R RS B VR CRERR - TREE, 2REACK - SAERE, OBIRE-IMS, TR -
AT FEB M)

Development of germline-specific epigenome editing system

OTakuro Horii!, Sumiyo Morita', Shinjiro Hino? Yuko Hino? Hiroto Fukushima?®, Ryosuke
Kobayashi', Mika Kimura', Mitsuyoshi Nakao?, Yoichi Mizukami*, Azusa Inoue?, Izuho Hatada'
(1IMCR, Gunma Univ., 2IMEG, Kumamoto Univ., RIKEN IMS, “Center for Gene Res., Yamaguchi Univ.)
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77 B — Ve TR B SUE AL RS T VoA % — IR OGRS

OHYF L By UL, S pA2 BB IR (R LR R R E R L se Rt EIR2R AL,
ZPRE RRAVENN RS = )

A therapeutic approach for Alzheimer’s disease via gene therapy to introduce
protective mutations

OTomohiro Hino'!, Satoaki Matoba', Hiroki Sasaguri?, Atsushi Hoshino' ('Department of
Cardiovascular Medicine, Kyoto Prefectural University of Medicine, “Dementia Pathophysiology Collaboration
Unit, RIKEN Center for Brain Science)

Deep mutational scanning % L7z -GS 7 2 8 — L DB J&

OB ST, M g2, b w2, SRR TR B9 200 REP i (Ui L R R AR SR 2R IR
FHE, USRS IR R A )

Cje3Cas9-based allele-specific genome editingagainst RHO-P23H mutation

(OSatoshi Tasaka!, Toshihide Ikeda? Hiroshi Tanaka? Chie Sotozono?, Satoaki Matoba!, Atsushi
Hoshino! (*Grad. Sch. Cardiology., Kyoto Prefectural Univ. of Medicine, *Grad. Sch. Ophthalmology., Kyoto

Prefectural Univ. of Medicine)

Type I-E CRISPR @ crRNA 71t 3 & 7 B2 it HI L 725 G-l {5 il 0 B 56
ORI, HR — AL &I BB, L 0AAL A P2 BT A (H0K - ERT,
2B - HRE)

Development of a transcriptional regulation tool utilizing the crRNA processing of
type I-E CRISPR

OTetsutaro Kimihira', Kazuto Yoshimi', Koji Asano'!, Hiromi Taniguchi', Kohei Takeshita?, Tomoji
Mashimo! (IMSUT, Univ. Tokyo, 2Harima Inst., Riken)

Deep mutational scanning {Z & % wiHE/NEY S b3 3 B 42 Y — VB g
OUCE ME' (HUHFEER - DB B EFAFLE)
Development of highly functional compact cytosine base editing tools by deep

mutational scanning
OYu Sakaue! ('Cardiovasc. Med., Grad. Sch. Med. Sci., Kyoto. Pref. Univ. Med)

<y AN (HSC) ~OIREF/H ¥ (LNP) 12&% CRISPR-Cas9 3%3¥

Ol HACT-12, NIl #Re, M e, Bh A —RR12 (CEREE AT - IR, 2 HUnURb Kb - PR g 2
e, S ENIIFZER IS NENL R R e v & —WEZERT - B AR ZEES - 3 BB R T E s e, ‘B0
DRI REE - N SR HeRE)

Delivery of CRISPR-Cas9 by Lipid Nanoparticles (LNP) into Mouse Hematopoietic
Stem Cells (HSC)

OKayoko Shinozaki'?, Toru Uchiyama®, Toru Yasuda® Yuichiro Miyaoka'?* ('Reg. Med. Project,
Tokyo Met. Inst. of Med. Sci, 2Grad. Sch. of Med and Dent Sci., Science Tokyo, Div. of Molecular Pathogenesis,
National Center for Child Health and Development, *Grad. Sch. of Hum. and Sci., Ochanomizu Univ)
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HAT ) B2

Mb BT ) DR ZE R IRL 72 P TR AR DR L I KO R A Bidls D B JE

OFHF SiE!, HA A2, AN EWRY, KM AR, s B, ot il FE W, i
AR, LR FEORER, /NBR RS2, R R4 e SR Z S BTERS RS, wH AT, A

BEE2S, R — D (MR - BT, 2K - Bl - IR T, G AL - e T, SRR -
B, SRR - Retafh Tt

Development of Mb-scale chromosomal engineering technology using human iPS
cells

ONarumi Uno', Hitomaru Miyamoto? Masaya Egawa’, Shino Okado’, Jukiya Kitazawa', Yuki
Ishizu', Yusaku Okano!, Ayami Seno'!, Kyotaro Yamazaki®, Hiroaki Kobayashi?, Nanami Kishima?,
Teruhiko Suzuki*, Satoshi Abe?®, Kanako Kazuki®, Yasuhiro Kazuki?>*?, Kazuma Tomizuka® (‘Lab. of
Bioeng., Sch. of Life Sci., Tokyo Univ. of Pharm and Life Sci., ’Div. of Chromo. Biomed. Eng., Grad. Sch. of
Med. Sci., Tottori Univ., *Chr. Eng. Group, ExCELLS, “Immunomed., Tokyo Metropol. Inst. Med. Sci., 5CERC,
Tottori Univ.)

ERIFIVFY7 DNA WHEZR TSN ZE S % Platinum TALEN O B%E

OJIG AT, B ME—2 ZHE° (BB - 1R - Jek%, 2B - AR se L v & — X5 4
HNT ) Wy —, SKIEMER Y ¥ — ZZA0R%)—F Ly 5—)

Development of mtDNA-targeted platinum TALENS for the bi-directional
modification of heteroplasmy

ONaoki Yahata', Yu-ichi Goto? Ryuji Hata® ('Dep. of Dev. Bio., Fujita Health Univ. Sch. of Med., 2Med.
Genome Center, NCNP, *0OPRC, Osaka Psych. Med. Center)

HDR Z48FRE L7z A2 — =0 I KD HERF L7z Cas9 ZE A TG VLR

ORRAR Ko 122, ABRH /NERY, Al s, gk WI-5-2, &)1 5312, w0 A—R0s, BpA) ¢:02
(AR - FR5IB, 2INK - BEBERFFY, SRS - FRA B, 4K - Wit m)

Activity evaluation of Cas9 variants obtained through HDR-based screening
ODaisuke Matsumoto'*?, Komari Kubota', Yu Sato?, Tomoko Kato®, Kiyomi Nigorikawa'?,
Yuichiro Miyaoka3, Wataru Nomura'? (!Sch. Pharm. Sci., Hiroshima Univ., 2Grad. Sch. Biomed. Health
Sci., Hiroshima Univ., 3Reg. Med. Proj., TMiMS, #Res. Cent. Thermotolerant Microbial Resour.)

APOBEC3C D 1a #1938l HypaCas9 Ml Ja 014 A FEBLUIA NI HDR 612 18
ERA)

OMEE PIF1, /NP MESE 12 IAA KSeT, BB A— R0 12° (VRSER 22 - RIS HE, 2 HORHK - BRIR i asin &
SBAK - BEAMSAL)

APOBEC3C and cell cycle-specific HypaCas9 expression synergistically enhance HDR
activity

OKato-Inui Tomoko!, Terumi Ono'?, Daisuke Matsumoto', Yuichiro Miyaoka'?? ('Reg. Med. Proj.,
TMIMS, *Grad. Sch. Med. and Dent. Sci., Inst. Sci. Tokyo, 3Grad. Sch. Hum. Cul. Cr. Sci., Ochanomizu Univ.)

CRISPR-Cas9 ZH\ 7R 2 B EIC X 5PN DR FET 7<= A
O Bi—1, B L', 328 &), & H L2 il ks, B —B (iR dar BT,
2Bk et fk T, 350K iPS MNLAT)

High-efficiency randomization of antibody sequences using HDR with CRISPR-Cas9
ORyoichi Sakurai', Nanami Hashimoto', Narumi Uno!, Yasuhiro Kazuki? Akitsu Hotta®, Kazuma
Tomizuka' (‘Lab. of Bioeng., Sch. of Life Sci., Tokyo Univ. of Pharm and Life Sci., 2CERC, Tottori Univ.,
°CiRA, Kyoto Univ.)
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DNA Y X7 —E%& 27z CRISPR-Cas12a D% 538 — LRI O FH/ Bt

O -2, f il FHOK2, gl fI%8%, Timothy K. Lu?, EAR T (Rik-Befss, 2~vdFa—ty
VIRK, SRRK T AEA / R=va vty y—)

Detailed analysis of the technology to control mutation patterns using Cas12a and

DNA polymerases
OChiaki Shioda', Shota Nakade?, Kazuki Nakamae®, Timothy K. Lu?, Tetsushi Sakuma’ ('Grad. Sch.

Agri., Kyoto Univ, 2MIT, 3Genome Editing Innovation Center, Hiroshima Univ)

HEPE AR e B RE S by

OREWN EAEY, HF KWliY, AnhPham'?, Chen Pan'?, WSH 2461, A1 IEA? (RO B, 2P0k
$2E)

CRISPR/Cas9 system uncovered 16-testis enriched genes are not individually essential
for male mice

OShingo Tonai!, Daisuke Mashiko!, Anh Pham'?, Chen Pan'? Keisuke Shimada', Masahito Ikawa'?
('RIMD, Univ. Osaka, 2Grad.sch.Pham., Univ. Osaka)

Base Excision Repair O#iilid. A% #2317 % CRISPR-Cas9n %4 L7z HDR K48 >
74 R E DS

Ol s, 2 B2, RN BN (nUiiRS: SAATGeRt, 2R LoR2y: B2 I R il 92 BT )
Suppression of Base Excision Repair Boosts HDR-mediated knockin efficiency by
CRISPR-Cas9n in medaka

OTakashi Yamanaka!, Satoshi Ansai?, Masato Kinoshita® (:Graduate School of Agriculture, Kyoto

University, 2Ushimado Marine Institute, Okayama University)

Optimizing CRISPR Precision in Mouse Embryos via MME]-Dominant Targeting
OKhanui Lkhagvadorj! (‘# & ER K% )
OKhanui Lkhagvadorj' (‘Shiga University of Medical Science)

AR SIEZ I DI RIS 2B R 5 5L HE TH D

O/ 71, EESEY, Wil Mz Bh? VS Kig'S, SPH Fh9e!, (Lhs F1 ARIG 3P4, N #
F-* Mike J. McGrew?, i i3 10 (R B ARFE KB & mFHEIF7ERE,  2Roslin Institute (University
of Edinburgh, UK), 3B KREEY ) AEA /"= a vl vy —, 4 ETRRE - By mrgeism)

Understanding inflammatory responses is important for controlling innate immunity
in chickens

OSatoko Kobayashi!, Siyon Tei', Kennosuke Ichikawa? Tenkai Watanabe'?, Takumi Terada', Ryo
Ezaki', Mei Matuzaki', Yuko Uchida*, Mike J. McGrew?, Hiroyuki Horiuchi'® (‘Graduate school of
Integrated Life Sciences, Hiroshima University, 2Roslin Institute (University of Edinburgh, UK), 3Genome
Editing Innovation Center, Hiroshima University, ‘National Agriculture and Food Research Organization *

Animal Health Research Division,)

BA V7NV B ER IR O B

OB FFFEL, /AR, N Az Bh2, VS Kig'S, SpH Fh9EY, (LI FR1 ARG 3P, N #
T4 McGrew Mike .2, M B 12 (IR KRR - A GR2IgeRE, 22571 Y NTRE- TR
U UBRGERT, CIREREA I RXN—va vk vy —, TR - B AT

Analysis of innate immune mechanisms in avian influenza

OShihyuan Cheng!, Satoko Kobayashi', Kennosuke Ichikawa? Tenkai Watanabe'?, Takumi Terada’,
Ryo Ezaki!, Mei Matsuzaki!, Yuko Uchida*, McGrew Mike J., Hiroyuki Horiuchi'? (*Grad. Sch.
Integrated Sciences for Life., Univ. Hiroshima, >The Roslin Institute., Univ. Edinburgh, *Innovation Center.,
Univ. Hiroshima, “National Institute of Animal Health, NARO)
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HA 3 w1 pnd FRDET ) MEGL T 7 B B FE~ DI

OFFH S, AEH: PR (B3 - f0 i SR AR 4 IFFE )

Genomic analysis of silkworm w1 pnd strain for the development of novel genome
editing tool

OTakuya Tsubota', Kakeru Yokoi' ('National Agriculture and Food Research Organization)

ATM BLEFNCED AAV FF—R2 Y% 07T 5 2RI D I 74 R

OJE BAELI2, BFITOGILY, A0 12, H b B4, FER 812 A% B2 (CHBEK - BIRER,
THIRER - HAEY, MERT 7 — <R att, A #kslatt RACTHERA)

Improvement of AAV Donor Vector-Mediated Knock-In Efficiency in Pig Embryos by
ATM Inhibition

OHiromasa Hara'? Mitsuhiro Noguchi', Fuminori Tanihara'?, Makoto Inoue'**, Yutaka
Hanazono'?, Arata Honda'? ({CDAMTeg, Jichi Med. Univ., *Div. Regen. Med., Jichi Med. Univ., *Sumitomo
Pharma Co., Ltd., *‘RACTHERA Co., Ltd.)

PLIAN RSB DT DT eIk D

OFF# Kifp', SFH FA%E? ARETF 80 550", L% 50, I SRR Il RRRER, YR e
(AR - bkt e mfhs, 2Bia K - BEWIZEk HARRHER - BERY, SRR -7 24 /) R—Yarter
5 =)

Validation of duck fibroblast cell lines to study anti-RNA virus responses

OTenkai Watanabe', Takumi Terada? Satoko Kobayashi!, Shih-yuan Cheng', Ryo Ezaki', Mei
Matsuzaki', Toshie Sugiyama?, Hiroyuki Horiuchi'? (*Grad. Sch. of Int. Sci., Hiroshima Univ., ?Grad. Sch.

of Sci. and Tech., Niigata Univ., 3Genome Editing Inv. Center, Hiroshima Univ.)

Conditional gene targeting ZHIE L7z AAV XI5 —I2X% /974 75 DI
OFFITouet, A AT, 1AH HIy2, b B—RR2, FRE 2, JH g, Je b akss, JER &1
iR BE2, A% B! (EBEK - JemERe, 29O bk - B/ B iE R, PR 77—~ (), Hat
&4 RACTHERA)

Generation of knock-in pigs for conditional gene targeting using AAV vectors
OMitsuhiro Noguchi!, Fuminori Tanihara', Nagisa Kohda?, Shuichiro Yamanaka? Yuka Inage?,
Hiromasa Hara'!, Makoto Inoue®*, Yutaka Hanazono', Takashi Yokoo? Arata Honda' ({CDAMTec.,
Jichi Med. Univ., 2Div. of Nephrol. and Hypertension., Jikei. Univ. Sch. of Med., 3Sumitomo Phama Co., Ltd.,
“RACTHERA Co., Ltd.)

GPCR DESGRIGHE LI 2974 22 7 ENDPPRIRIERF F I 2 BRI L~ 7 A0
Ot b (E¥) Bl Ml AEHE T, b BET (O ER - AR sE L v & — PRI 6 76)

Genome editing-driven refinement of GPCR visualization in mouse models for
broader applications

OYukiko U. Inoue!, Eriko Koike!, Takayoshi Inoue' ('Dep. of Biochem. and Cellular Biol., National
Institute of Neuroscience, NCNP)
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CRISPR-based inducible knockout system in human blood cancer xenograft models
O BT, AR —BY, B R (CR0K - A FRTFERT)

OYuki Itatani', Kazunari Aoki!, Kosuke Yusa' ('Institute for Life and Medical Sciences., Univ. Kyoto)

Cas9 =y —EZ 7z Lox BLHI Difi AL D Floxed =7 AfERDEAA

OWFER BRAv!, /WK B2, SEI Eoys, Ol kS, <RJI RIS oAk R2Ebe  MREE2ATFERY,
PR R BN MRIR S, SRR RE: BRERSEED)

Optimizing Lox sequence insertion using Cas9 nickase to generate Floxed mice

OShunsuke Takarabe!, Ryosuke Kobayashi? Atsuko Kageyama®, Junya Ito'?, Jumpei Terakawa'”?
(*Grad. Sch. Vet. Sci., Univ. Azabu, 2Sch. Vet. Med., Univ. Rakuno Gakuen, *Sch. Vet. Med., Univ. Azabu)

N7 = RO BBIKICET 52 MaAT BEYTUXT OBNA A= 2 7 iHi

OFFTRHEY, A1l 3, SREE WG, IR 5 BOR Y ()RR Kb & L a Pt
Intranuclear positioning of centromeres and telomeres in interphase nucleus of sea
urchin embryos

OTaiga Iguchi', Ayaka Sugiyama', Akinori Awazu', Takashi Yamamoto', Naoaki Sakamoto'

('Graduate School of Integrated Science for Life, Hiroshima University)

AREFEEREET NI RITEIT B SATI B HV 77 7 AR

ORg /NI, SIS EOR2, AR R4, B K, Rl fdcs, /MR RS, SaAR TE—RRY7S (UBOK - Be
A oAbk, 24K - BEB - INEERE RS ERIM G, SAIIREE - £ AEHE C, AR - BEEE - RIEESE, SRS
C A K BREN - A ML AIRE, THOK - BEEREEL, SPRK - WAL

SATI-mediated Genome Editing Therapy in a Mouse Model of Neurodevelopmental
Disorder

OXiaoqi Ma!, Keita Tsujimura? Itaru Kushima®*, Daisuke Mori®, Norio Ozaki*, Daisuke Ono®,
Keiichiro Suzuki'”® (!Grad. Sch. Frontier Biosci., Osaka Univ., ?Neurosci. Inst., Grad. Sch. Sci., Nagoya Univ.,
*Med. Genomics Ctr., Nagoya Univ. Hosp., 4Dept. Psychiatry, Grad. Sch. Med., Nagoya Univ., 5Brain & Mind
Res. Ctr., Nagoya Univ., ®Div. Stress Resp., R.I. Environ. Med., Nagoya Univ., ’Grad. Sch. Eng. Sci., Osaka
Univ., 8Inst. Adv. Co-Creation Studies, Osaka Univ.)

IEFEPED BV pegRNA % H\2 7z Prime Editing 52 DA~

ORI B71, MU 71, WL Jl #ORRR2, Il #&ik2, TR B2, b K —24 (1 pLmbems -
AR, IR - BE AR, SEEMETR - didy . AR - BRARR)

Precise prime editing system using modified pegRNA in plants

OAyako Nishizawa-Yokoi', Keiko lida', Akiko Mori!, Yutaro Shuto? Ryoya Nakagawa? Osamu
Nureki?, Seiichi Toki** ({Inst. Agrobiol. Sci., NARO, 2Grad. Sch. Sci., Univ. Tokyo, *Grad. Sch. Nanobiosci,
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Development of transcriptional regulation tools with CRISPR-dCas9 in plants
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Science Tokyo, 2Grad. Sch. of Tech., Ind. & Soc. Sci., Tokushima Univ.)
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Live imaging and genome editing of pollen development
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Production of SpCas9 knock-in rice plants to induce genome editing in specific tissues
OHiroaki Saika', Naho Hara', Seiichi Toki*** ('Inst. Agrobiol. Sci., NARO, *Grad. Sch. Nanobioscience,
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Improvement of genome editing efficiency using proxy-CRISPR

OMasaki Endo’, Katsuya Negishi?, Seiichi Toki**® ('Inst. Agrobiol. Sci.,, NARO, Inst. Fruit Tree and Tea
Sci., NARO, ®Grad. Sch. Nanobio., Yokohama City Univ., “Kihara Inst. Biol. Res., Yokohama City Univ., SFac.
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Towards the Practical Application of Genome Editing Technologies in Japanese Cedar
OYoshihiko Nanasato', Ken-ichi Konagaya', Harunori Kawabe', Yoshino Tanaka?, Kousei Omura?,
Keita Endoh?®, Shiho Nago*, Hikari Kusaura*, Saneyoshi Ueno®, Masaki Endo®, Takashi Iwasaki?,
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Study on the method for detecting target mutations from wheat seeds by digital PCR
OKensuke Takagi', Yasukazu Kanda', Nami Yamaji?>, Fumitaka Abe®, Mitsuko Kaboshi', Kazuhiro
Sato'** ('Kazusa DNA Research Inst., 2IPSR, Okayama U., 3Inst. Crop Sci., NARO, 4Grad. Sch. Agr., Setsunan
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Development of efficient plant regeneration system by transcriptional activation using
CRISPR-dCas9

OJo Nishimura', Jun Sakaguchi’, Miki Takehara!, Satoshi Kidokoro!, Keishi Osakabe? Yuriko
Osakabe! (!Sch. of Life Sci. & Tech., Science Tokyo., *Grad. Sch. of Tech., Ind. & Soc. Sci., Tokushima Univ.)
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Control of plant regeneration for enhancing the efficiency of in planta-regeneration
systems

ORio Tatami', Risa Ueta?, Yasuko Yatomi!, Satoshi Kidokoro'!, Keishi Osakabe?, Yuriko Osakabe!
(*School of Life Science and Technology, Institute of Science Tokyo, 2Graduate School of Technology, Industrial
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Highly efficient genome editing using TiD-X in rice

OShota Muromoto', Hiromichi Ae?, Kazuya Marui?, Kohei Kawaguchi', Naoki Wada?, Keishi
Osakabe?, Yuriko Osakabe' (!Sch. of Life Sci. & Tech., Science Tokyo, Grad. Sch. of Tech., Ind. & Soc. Sci.,
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Prime editing correction of an Nkx2-5 variant in a murine congenital heart disease
model
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ODaigo Nishijo', Toshiyuki Ko'? Seitaro Nomura'? Issei Komuro®* (‘Department of Cardiovascular
Medicine, Graduate School of Medicine, The University of Tokyo, 2Department of Frontier Cardiovascular
Science, Graduate School of Medicine, The University of Tokyo, SInternational University of Health and
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Epigenome editing targeting cancer-specific fusion genes
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Cancer Inst., JECR, 2Dept. Exp. Pathol., IMS, Tokyo Medical Univ.)
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Polymeric CRISPR-Cas9 RNP delivery systems for tissue-selective in vivo genome
editing

OToshizumi Chino'? Takumi Matsuo'?, Yuto Honda'**, Yuriko Osakabe!, Haochen Guo?® Kyohei
Muguruma'?, Yutaka Miura'?, Nobuhiro Nishiyama'*® ('Dept. of Life Sci. and Tech., Science Tokyo,
Lab. for Chem. and Life Sci., Science Tokyo, %iCONM)
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Development of exon skipping therapy model for Duchenne muscular dystrophy by
TiD-X

OMiyu Asari’, Rie Akamatsu', Akiyoshi Kawaoka', Kohei Kawaguchi', Satoshi Kidokoro'!, Naoki
Wada? Keishi Osakabe?, Yuriko Osakabe! (Sch. of Life Sci. & Tech., Science Tokyo., 2Grad. Sch. of
Tech., Ind. & Soc. Sci., Tokushima Univ.)
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Development of an Efficient RNA-based Cas3 Genome Editing Method in iPSCs
OYusuke Kojima', Chika Kuwabara', Yukie Kumeta', Yumi Tsubokura', Yuya Okuzaki'? Akitsu
Hotta! (\CiRA, Kyoto Univ., *Current address: ABRC, Grad. Sch. Bioagric. Sci., Nagoya Univ.)
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Nickase-induced long deletion for genetic correction of muscular dystrophies
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Development of a long shelf-life melon via direct delivery of CRISPR/Cas9
ribonucleoproteins
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Detection of transgene in food by combining with CRISPR/Cas9 and Nanopore
long-read sequencing

OJumpei Narushima', Satoko Yoshiba', Aoi Hosokawa?, Miyu Sugino’, Keisuke Soga', Yohei
Sugano?, Reona Takabatake®, Kazuhiko Nishimura? Kazunari Kondo*, Norihito Shibata' (‘National
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Establishment of a large-scale genome editing platform using Type I-D CRISPR-Cas
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Science Tokyo, 2Grad. Sch. of Tech., Ind. and Soc. Sci., Tokushima Univ.)
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Involvement of Ku-(in)dependent pathways in large deletion during Aspergillus
oryzae genome editing
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